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33318.ST25.PCT.txt 
SEQUENCE LISTING 

<110> Novartis AG 

<120> Differentially Expressed Genes Related to coronary Artery Disease 
and Methods Thereof 

<130> 4-33318 

<160> 155 

<170> Patentin version 3.2 

<210> 1 

<211> 878 

<212> DNA 

<213> Homo sapiens 



<400> 1 
gtcccgcggg 


tctgtctctt 


gcttcaacag 


tgtttggacg 


gaacagatcc 


ggggactctc 


60 


ttccagcctc 


cgaccgccct 


ccgatttcct 


ctccgcttgc 


aacctccggg 


accatcttct 


120 


cggccatctc 


ctgcttctgg 


gacctgccag 


caccgttttt 


gtggttagct 


ccttcttgcc 


loO 


aaccaaccat 


gagctcccag 


attcgtcaga 


attattccac 


cgacgtggag 


gcagccgtca 


240 


acagcctggt 


caatttgtac 


ctgcaggcct 


cctacaccta 


octet ctctg 


ggcttctatt 


300 


tcgaccgcga 


tgatgtggct 


ctggaaggcg 


tgagccactt 


cttccgcgaa ttggccgagg 


360 


agaagcgcga 


gggctacgag 


CQtctcctaa 


agatgcaaaa 


ccagcgtggc 


ggccgcgctc 


420 


tcttccagga 


catcaagaag 


ccaQCtaaaci 


atgagtgggg 


taaaacccca 


gacgccatga 


480 


aagctgccat 


ggccctggag 


aaaaaactaa 


accaggccct 


tttggatctt 


catgccctgg 


540 


gttctgcccg 


cacggacccc 


catctctgtg 


acttcctgga 


gactcacttc 


ctagatgagg 


600 


aagtgaagct 


tatcaagaag 


ataaataacc 


acctgaccaa 


cctccacagg 


ctgggtggcc 


660 


cggaggctgg 


gctgggcgag 


tatctc L ucg 


aaaggctcac 


tctcaagcac 


gactaagagc 




cttctgagcc 


cagcgacttc 


tgaagggccc 


cttgcaaagt 


aatagggctt 


ctgcctaagc 


780 


ctctccctcc 


agccaatagg 


cagctttctt 


aactatccta acaagccttg 


gaccaaatgg 


840 


aaataaagct 


ttttgatgca 


aaaaaaaaaa 


aaaaaaaa 






878 


<210> 2 

<211> 1567 

<212> DNA 

<213> Homo sapiens 












<400> 2 
gggtgaggag 


gaagaggagg 


aggaagagga 


ggaagaggat 


gacctgagtg 


agctgccacc 


60 


gctggaggac atgggacaac 


ccccggcgga 


ggaggctgag 


cagcctgggg 


ccctggcccg 


120 


agagttcctt 


gctgccatgg 


agcccgagcc 


cgccccagcc 


ccggccccag 


aagagtggct 


180 


ggacattctg 


gggaacgggc 


tgttgaggaa 


gaagacgctg 


gtcccagggc 


cgccaggttc 


240 


gagccgcccg 


gtcaagggcc 


aggtggtcac 


cgtacatctg 


cagacgtcgc 


tggagaatgg 


300 


cacacgggtg 


caggaggagc 


cggagctggt 


gttcactctg 


ggtgactgtg 


acgtcatcca 


360 
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ggccctggat 

ctccaagtac 

cctgtgcctg 

ggggcaggag 

gcgggcggac 

cagcgccaaa 

gtgtctgaac 

ctcctgcagc 

caaggtgctg 

gaagctggaa 

tgcggcgcag 

gctgcctgct 

ggcgactgct 

accacctagg 

tcccccaggc 

gcaaggattg 

agcccagagg 

cgctgggcta 

cccttcccct 

tccaggttcc 

aaaaaaa 



ctcagtgtcc 

tgctacggcc 

gaggtgaccc 

cgcgtggccc 

ttcgtcctgg 

gtggacatga 

aacctggcgg 

cttgtgctgg 

gcccagcagg 

ccttccaaca 

cggagcacgg 

aagtgccctg 

gttgccttgg 

tggctgccac 

tccctgtcca 

ggggtcgtgc 

gagggggccc 

ggtctccgcc 

gcctagtccc 

ctccccgcca 



33318.ST25.PCT.txt 

cactcatgga cgtgggggag acggccatgg tcactgctga 420 

cccaaggcag caggagccca tacatccccc cgcacgcggc 480 

tgaagacggc tgtggacggg cctgacctgg agatgctcac 540 

tggccaaccg gaagcgggag tgcggcaacg cccactacca 600 

ccgccaactc ctacgacctc gccatcaagg ctatcacctc 660 

cgttcgagga ggaggcacag ctcctgcagt tgaaggtgaa 720 

cctcgcagct gaagctcgac cactaccgcg cagccctgcg 780 

agcaccagcc agacaacatc aaggctctct tccgcaaggg 840 

gggagtacag tgaggccatc cccatcctga gggcagccct 900 

agacgatcca cgcagagctc tcaaagctgg tgaagaagca 960 

agaccgcctt gtaccggaaa atgctgggca accccagccg 1020 

gcaagggtgc ctggtccatc ccatggaagt ggctgtttgg 1080 

ggggtgtggc actctctgtg gtcatcgctg ccaggaactg 1140 

cccctctgca caccatggac cctgccctgc gctccccaac 1200 

ctgccctccc tggtctggcc ccctcctccg ggttagggga 1260 

agcccagcca gcaggaggga ctgaggccct ctaggaggaa 1320 

tcattccttc agacccagtt ttcccccacc ctccttaccc 1380 

agggctggcc tcagtttctc ctcaacaggc ctgggggcag 1440 

cgcctgagtg ccagcccccc accccgcctg ccgccccctg 1500 

cagtgaaata aagcatccca ccctgcaaaa aaaaaaaaaa 1560 

1567 



<210> 3 

<211> 1596 

<212> DNA 

<213> Homo sapiens 

<400> 3 

tgtcggggac ggtaaccggg 
tagccatatg cgtgagtgca 
tgcctgctgg gagctctact 
tgacaagacc attgggggag 
tggcaagcac gtgccccggg 
tcgcactggc acctaccgcc 
tgctgccaat aactatgccc 
gttggaccga attcgcaagc 
ccacagcttt ggtgggggaa 
agttgattat ggcaagaaat 



acccgtgctc tgctcctgtc gccttcgcct cctgaatccc 60 

tctccatcca cgttggccag gctggtgtcc agattggcaa 120 

gcctggaaca cggcatccag cccgatggcc agatgccaag 180 

gagatgactc cttcaacacc ttcttcagtg agacgggcgc 240 

ctgtgtttgt agacttggaa cccacagtca ttgatgaagt 300 

agctcttcca ccctgagcag ctcatcacag gcaaggaaga 360 

gagggcacta caccattggc aaggagatca ttgaccttgt 420 

tggctgacca gtgcacccgt cttcagggct tcttggtttt 480 

ctggttctgg gttcacctcc ctgctcatgg aacgcctgtc 540 

ccaagctgga gttctccatt tacccggcac cccaggtttc 600 

2 
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cacagctgta gttgagccct acaactccat cctcaccacc cacaccaccc tggagcactc 660 

tgattgtgcc ttcatggtag acaatgaggc catctatgac atctgtcgta gaaacctcga 720 

tatcgagcgc ccaacctaca ctaaccttaa ccgccttatt agccagattg tgtcctccat 780 

cactgcttcc ctgagatttg atggagccct gaatgttgac ctgacagaat tccagaccaa 840 

cctggtcccc tacccccgca tccacttccc tctggccaca tatgcccctg tcatctctgc 900 

tgagaaagcc taccatgaac agctttctgt agcagacatc accaatgctt gctttgagcc 960 

agccaaccag atggtgaaat gtgaccctgg ccatggtaaa tacatggctt gctgcctgtt 1020 

gtaccgtggt gacgtggttc ccaaagatgt caatgctgcc attgccacca tcaaaaccaa 1080 

gcgcacgatc cagtttgtgg attggtgccc cactggcttc aaggttggca tcaactacca 1140 

gcctcccact gtggtgcctg gtggagacct ggccaaggta cagagagctg tgtgcatgct 1200 

gagcaacacc acagccattg ctgaggcctg ggctcgcctg gaccacaagt ttgacctgat 1260 

gtatgccaag cgtgcctttg ttcactggta cgtgggtgag gggatggagg aaggcgagtt 1320 

ttcagaggcc cgtgaagata tggctgccct tgagaaggat tatgaggagg ttggtgtgga 1380 

ttctgttgaa ggagagggtg aggaagaagg agaggaatac taattatcca ttccttttgg 1440 

ccctgcagca tgtcatgctc ccagaatttc agcttcagct taactgacag atgttaaagc 1500 

tttctggtta gattgttttc acttggtgat catgtctttt ccatgtgtac ctgtaatatt 1560 

tttccatcat atctcaaagt aaagtcatta acatca 1596 

<210> 4 

<211> 1800 

<212> DNA 

<213> Homo sapiens 

<400> 4 

gacagcgtct ccgcctccgc cggcggagac cccaaggtat cgagactgcg ggacccactg 60 

cccgcaggac atcgagtcac gatgttcacg agggagacca agtggaacat ctcattcgct 120 

ggctgcggct tcctcggggt ctaccacatt ggcgtggcct cctgcctccg tgagcacgcg 180 

cccttcctgg tggccaacgc cactcacatc tacggagcct cggcaggggc gctcaccgcc 240 

acagcgctgg tcactggggc ctgcctgggt gaagcaggtg ccaacattat tgaggtgtcc 300 

aaggaggccc ggaagcggtt cctgggtcct ctgcatccct ccttcaacct ggtgaagacc 360 

atccgtggct gtctactaaa gaccctgcct gctgattgcc atgagcgcgc caatggacgc 420 

ctgggcatct ccctgactcg tgtttcagac ggagagaacg tcatcatatc ccactttagc 480 

tccaaggatg agctcatcca ggccaatgtc tgcagcacat ttatcccggt gtactgtggc 540 

ctcattcctc ctaccctcca aggggtgcgc tatgtggatg gcggcatttc agacaacttg 600 

ccactttatg agctgaagaa taccatcaca gtgtccccat tctcaggcga gagtgacatc 660 

tgccctcagg acagctccac caacatccac gagcttcgcg tcaccaacac cagcatccag 720 

ttcaaccttc gcaatctcta ccgcctctcg aaggctctct tcccgccaga gcccatggtc 780 

3 
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ctccgagaga 


tgtgcaaaca 
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gggctacaga gatggacttc gattccttag 


gaggaatgcc 


840 


ctgctggagg 


cctgtgtgga 


accaaaggac 


ctgatgacca 


ccctttccaa 


catgctacca 


900 


gtgcgcctgg 


caacggccat 


gatggtgccc 


tatactctgc 


cgctggagag 


tgcagtgtcc 


960 


ttcaccatcc 


gcttgttgga 


gtggctgcct 


gatgtccctg 


aagatatccg 


gtggatgaaa 


1020 


gagcagacgg 


gtagcatctg 


ccagtatctg 


gtgatgaggg 


ccaagaggaa 


attgggtgac 


1080 


catctgcctt 


ccagactgtc 


tgagcaggtg 


gaactgcgac 


gtgcccagtc 


tctgccctct 


1140 


gtgccactgt 


cttgcgccac 


ctacagtgag 


gccctaccca 


actgggtacg 


aaacaacctc 


1200 


tcactaqqqq 


acqcqctqqc 


caagtgggaa 


gaatgccagc 


gtcagctact 


gctgggtctc 


1260 


ttctgcacca 


atgtggcctt 


cccgccggat 


gccttgcgca 


tgcgcgcacc 


tgccagcccc 


1320 


actgccgcag 


atcctgccac 


cccacaggat 


ccacctggcc 


tcccgccttg 


ctgagaatca 


1380 


ccattcccac 


atcgcccggc 


taccagccaa 


gctccaagtt 


gtcctgcccc 


actaagagga 


1440 


gccccggggt 


ggaacaagat 


cctgtctgcc 


ccggctctcc 


cccttacatg 


ctgtggaatg 


1500 


aggacatagg 


accctgcaca 


gcngcaayLg 






tcaccagcca 


1560 


ctcactatgc 


tactcctggt 


ggggagggat 


ggggagtcgc 


cctcccccgg 


agcccacaga 


1620 


gccctccccc 


gtcacgtcac 


ctgtgcctta 


ctcctgccca 


ccaccttttc 


agtgcagggt 


1680 


cagtcttaag 


aactccacat 


ctgctgctgc 


tccctggtgt 


ccaagtttcc 


ttgcagagtg 


1740 


tgtgaagaat 


tatttatttt 


tgccaaagca 


gatctaataa 


aagccacagc 


tcagcttctg 


1800 


<210> 5 

<211> 1656 

<212> DNA 

<213> Homo sapiens 












<400> 5 
ttttcttccg 


ggggctggtc 


tccggcggcc 


ccgtccccga 


ctgggccccg 


tgcccccccg 


60 


cccccgcggc 


cccccgccgc 


cgggccagcc 


gccaccatga 


agaaattctt 


tcaggagttc 


120 


aaggccgaca 


tcaagttcaa 


gagcgcggga 


cccggtcaga 


agctcaaaga 


gtccgtgggg 


180 


gaaaaggccc 


acaaagagaa 


gcccaaccag 


ccagccccca 


ggccgccccg 


ccagggaccc 


240 


accaatgagg 


cacagatggc 


agccgctgct 


gccctagccc 


ggctggagca 


gaagcagtcc 


300 


cgggcctggg 


gccccacatc 


gcaggacacc 


atccgaaacc 


aggtgagaaa 


ggaacttcaa 


360 


gccgaagcca 


ccgtcagcgg 


gagccccgag 


gccccaggga 


ccaacgtggt 


atctgagccc 


420 


agagaggaag 


gctctgccca 


cctggctgtg 


cctggcgtgt 


acttcacctg 


tccgctcact 


480 


ggggccaccc 


tgaggaagga 


ccagcgggac 


gcctgcatca 


aggaggccat 


tctcttgcac 


540 


ttctccaccg 


acccagtggc 




a'taaaaatc't 


acacg't'tcaa 


caaagaccag 


600 


gaccgggtga 


agctgggtgt 


ggacaccatt 


gccaagtacc 


tggacaacat 


ccacctgcac 


660 


cccgaggagg 


agaagtaccg 


gaagatcaag 


ctgcagaaca 


aggtgtttca 


ggagcgcatt 


720 


aactgcctgg 


aagggaccca 


cgagtttttt 


gaggccattg 


ggttccagaa 


ggtgttgctt 


780 


cccgcccagg 


atcaggagga 


ccccgaggag 


ttctacgtgc 
4 


tgagcgagac 


caccttggcc 


840 
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cagccccaga 


gcctggagag 


gcacaaggaa 


cagctgctgg ctgcggagcc 


cgtgcgcgcc 


900 


aagctggaca 


qgcagcgccg 

3 37 ^ S 3 53 


cgtcttccag 


ccctcgcccc tggcctcgca 


gttcgaactg 


960 


cctggggact 


tcttcaacct 


cacagcagag 


gagatcaagc gggagcagag 


gctcaggtcc 


1020 


gaggcggtgg 


agcggctgag 


cgtgctgcgg 


accaaggcca tgcgggagaa 


ggaggagcag 


1080 


cgggggctgc 


gcaagtacaa 


ctacacgctg 


ctgcgcgtgc gcctccccga 


tggctgcctc 


1140 


ctgcagggca 


ctttctacgc 


tcgggagcgg 


ctgggggcgg tgtacgggtt 


cgtccgggag 


1200 


gccctgcaga 


gcgactggct 


gccttttgag 


ctgctggcct cgggagggca 


gaagctgtcc 


1260 


gaggacgaga 


acctggcctt 


gaacgagtgc 


gggctggtgc cctctgccct cctgaccttc 


1320 


tcgtgggaca 


tggctgtgct 


ggaggacatc 


aaggccgcgg gggccgagcc 


ggactccatc 


1380 


ctgaaacccg 


agctcctgtc 


agccatcgag 


aagctcttgt gaaataaaag 


cagggttggc 


1440 


ctcagccctg 


tgggtctgtc 


tcatgctctc 


cctgttcctc tccccgccac 


cccagggcct 


1500 


ccaagccacc 


tctggaaata 


cttggctctg 


ccccatgggc acgggagggg 


cgccagccgt 


1560 


ggagctgtgg 


aattgggccc 


CQtaQcaqaq 


cccccatccc ttgggggctg 


tggggatgcg 


1620 


cccaagcccc 


cgagggagag 


gcctggggac 


accaac 




1656 


<210> 6 

<211> 1745 

<212> DNA 

<213> Homo sapiens 










<400> 6 
catttatcca 


gcagtgaact 


gtcctagcgc 


aagagttagt aattgctccc 


ctgttccttc 


60 


acctccccac 


tttggagctc 


agatttgttt 


ttttgtttgt ttgtttgctt 


gctttctttt 


120 


gttctgtttt 


agagactgga 


gactgggtct 


tgctctgtta cccaggctgg 


agtgcagtgg 


180 


tgtgatcata 


gctcactaca 


gccttgaact 


cctgggctca agaggttgag 


gctccctcct 


240 


cagcctccca 


agtagctggg 


actacaggct 


ttcagcacca tgcctggcta 


attcaaaaaa 


300 


accttcagag 


agatagggtc 


tctctatgtt 


gccctagctc gtctcaaact cctggcctca 


360 


agtgatcctc 


ctgcttggac 


ctcccaaagc 


gctgggatta caggctcctg 


gaaccatggg 


420 


cctcaggccc 


tgaggatacg 


gggctcccgg 


tggccatgac gacgggtgac tgctgccacc 


480 


tccccggctc 


cctgtgtgac 


tgctccggca 


gccctgcctt ctccaaggtc 


gtggaggcta 


540 


cgggcctcgg 


accgccccag 


tatgtggcac 


aggtgacttc aagggatggc 


cggctcctct 


600 


ccaccgtcat 


ccgtaccttg 


gacacaccga 


gtgatggtcc tttctgccgg 


atctgccatg 


660 


agggagcgaa 


cggggagtgc 


t* 1" n r* t" n 1" r* r* f 


cgtgtggctg caccggcacg 


ctgggtgccg 


720 


tgcataagag 


ctgtctggag 


aagtggcttt 


cctcatctaa caccagctac 


tgcgagctgt 


780 


gccacacgga 


gtttgcagtg 


gagaaacggc 


ctcgacccct cacagagtgg 


ctgaaggacc 


840 


cggggccgcg 


gacggagaag 


cggacactgt 


gctgcgacat ggtgtgtttc 


ctgttcatca 


900 


caccgctggc 


cgccatctca 


ggctggttgt 


gcctgcgcgg ggcccaggac 


cacctccggc 


960 
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tccacagcca 


gctggaggcc 
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gtgggtctca ttgccctcac catcgccctc 


ttcaccatct 


1020 


atgtcctctg 


gacgctggtc 


tccttccgct 


accactgcca 


gctgtactcc 


gagtggagaa 


1080 


agaccaacca 


gaaagttcgc 


ctgaagatcc 


gggaggcgga 


cagccccgag 


ggcccccagc 


1140 


attctccact 


ggcagctgga 


ctcctgaaga 


aggtggcaga 


ggagacacca 


gtatgaatgc 


1200 


tgggctctcc 


ggaccctgca 


gcagagaggc 


cagaggtagc 


tggtgatacc 


ctgtcctgtg 


1260 


gaaggacttc 


cacttcaaca 


cttccacttc 


aacagttccc 


gcacggcctg 


aacgcttctt 


1320 


aggccaagag 


acaccatgcg 


gagcctagtc 


tgtgatcctg 


tgtgaagata 


ttttcagggt 


1380 


tttttttttt 


tttttttttg 


catatggagg 


acaggtggac 


atggtcctga 


gctctggacg 


1440 


gagcaggcac 


cctgatctca 


ttctgaggtc 


cacatggcac 


cttctgggcc 


agcagctgtg 


1500 


gccggtgtati 


caagggcgcc 


c LLaaagc rg 


^ ^ ^ ^ +" ^ ^ 
gaacaLT.cca 


gcaagcL lc L 


tgcgcttctc 


1560 


tgcacccggc 


aggcccactt 


tcctggcacc 


ctcgacttta 


tataaaagtt 


gcactgcgtt 


1620 


tcaaaaaccc 


accctgaatg 


aataaaagga 


gccctggctg 


gacaaaaaaa 


aaaaaaaaaa 


1680 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


1740 


aaaaa 












1745 


<210> 7 

<211> 2700 

<212> DNA 

<213> Homo sapiens 












<400> 7 
cgcagaggca 


ccgccccaag 


tttgttgtga 


ccggcggggg 


acgccggtgg 


tggcggcagc 


60 


ggcggctgcg 


ggggcaccgg 


gccgcggcgc 


caccatggcg 


gtgcgacagg 


cgctgggccg 


120 


cggcctgcag 


ctgggtcgag 


cgctgctgct 


gcgcttcacg 


ggcaagcccg 


gccgggccta 


180 


cggcttgggg 


cggccgggcc 


cggcggcggg 


ctgtgtccgc 


ggggagcgtc 


caggctgggc 


240 


cgcaggaccg 


ggcgcggagc 


ctcgcagggt 


cgggctcggg 


ctccctaacc 


gtctccgctt 


300 


cttccgccag 


tcggtggccg 


ggctggcggc 


gcggttgcag 


cggcagttcg 


tggtgcgggc 


360 


ctggggctgc 


gcgggccctt 


gcggccgggc 


agtctttctg 


gccttcgggc 


tagggctggg 


420 


cctcatcgag 


gaaaaacagg 


cggagagccg 


gcgggcggtc 


tcggcctgtc 


aggagatcca 


480 


ggcaattttt 


acccagaaaa 


gcaagccggg 


gcctgacccg 


ttggacacga 


gacgcttgca 


540 


gggctttcgg 


ctggaggagt 


atctgatagg 


gcagtccatt 


ggtaagggct 


gcagtgctgc 


600 


tgtgtatgaa 


gccaccatgc 


ctacattgcc 


ccagaacctg 


gaggtgacaa 


agagcaccgg 


660 


gttgcttcca 


gggagaggcc 


caggtaccag 


tgcaccagga 


gaagggcagg 


agcgagctcc 


720 


gggggcccct 


gccttcccct 


'tggccatcaa 


aataatataQ 


aacatctcgg 


caggttcctc 


780 


cagcgaagcc 


atcttgaaca 


caatgagcca 


ggagctggtc 


ccagcgagcc 


gagtggcctt 


840 


ggctggggag 


tatggagcag 


tcacttacag 


aaaatccaag 


agaggtccca 


agcaactagc 


900 


ccctcacccc 


aacatcatcc 


gggttctccg 


cgccttcacc 


tcttccgtgc 


cgctgctgcc 


960 


aggggccctg 


gtcgactacc 


ctgatgtgct 


gccctcacgc 
6 


ctccaccctg 


aaggcctggg 


1020 
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ccatggccgg 


acgctgttcc tcgttatgaa 


gaactatccc 


tgtaccctgc 


gccagtacct 


1080 


ttgtgtgaac 


acacccagcc cccgcctcgc 


cgccatgatg 


ctgctgcagc 


tgctggaagg 


1140 


cgtggaccat 


ctggttcaac agggcatcgc 


gcacagagac 


ctgaaatccg 


acaacatcct 


1200 


tgtggagctg 


gacccagacg gctgcccctg 


gctggtgatc 


gcagattttg 


gctgctgcct 


1260 


ggctgatgag 


agcatcggcc tgcagttgcc 


cttcagcagc 


tggtacgtgg 


atcggggcgg 


1320 


aaacggctgt 


ctgatggccc cagaggtgtc 


cacggcccgt 


cctggcccca 


gggcagtgat 


1380 


tgactacagc 


aaggctgatg cctgggcagt 


gggagccatc 


gcctatgaaa 


tcttcgggct 


1440 


tgtcaatccc 


ttctacggcc agggcaaggc 


ccaccttgaa 


agccgcagct 


accaagaggc 


1500 


tcagctacct 


gcactgcccg agtcagtgcc 


tccagacgtg 


agacagttgg 


tgagggcact 


1560 


gctccagcga 


gaggccagca agagaccatc 


tgcccgagta 


gccgcaaatg 


tgcttcatct 


1620 


aagcctctgg 


ggtgaacata ttctagccct 


gaagaatctg 


aagttagaca 


agatggttgg 


1680 


ctggctcctc 


caacaatcgg ccgccacttt 


gttggccaac 


aggctcacag 


agaagtgttg 


1740 


tgtggaaaca 


aaaatgaaga tgctctttct 


ggctaacctg 


gagtgtgaaa 


cgctctgcca 


1800 


qgcagccctc 


ctcctctgct catggagggc 


agccctgtga 


tgtccctgca 


tggagctggt 


1860 


gaattactaa 


aagaacttgg catcctctgt 


gtcgtgatgg 


tctgtgaatg 


gtgagggtgg 


1920 


gagtcaggag 


acaagacagc gcagagaggg 


ctggttagcc 


ggaaaaggcc 


tcgggcttgg 


1980 


caaatggaag 


aacttgagtg agagttcagt 


ctgcagtcct 


gtgctcacag 


acatctgaaa 


2040 


agtgaatggc 


caagctggtc tagtagatga 


ggctggactg 


aggaggggta 


ggcctgcatc 


2100 


cacagagagg 


atccaggcca aggcactggc 


tgtcagtggc 


agagtttggc 


tgtgaccttt 


2160 


gcccctaaca 


cgaggaactc gtttgaaggg 


ggcagcgtag 


catgtctgat 


ttgccacctg 


2220 


gatgaaggca 


gacatcaaca tgggtcagca 


cgttcagtta 


cgggagtggg 


aaattacatg 


2280 


aqqcctggac 


ctctgcgttc ccaagctgtg 


cgttctggac 


cagctactga 


attattaatc 


2340 


tcacttagcg 


aaagtgacgg atgagcagta 


agtaagtaag 


tgtggggatt 


taaacttgag 


2400 


ggtttccctc 


ctgactagcc tctcttacag 


gaattgtgaa 


atattaaatg 


caaatttaca 


2460 


actgcagatg 


acgtatgtgc cttgaactga 


atatttggct 


ttaagaatga 


ttcttatact 


2520 


ctgaaggtga 


gaatattttg tgggcaggta 


tcaacattgg 


ggaagagatt 


tcatgtctaa 


2580 


ctaactaact 


ttatacatga tttttaggaa 


gctatgccta 


aatcagcgtc 


aacatgcagt 


2640 


aaaggttgtc 


ttcaactgaa aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


2700 


<210> 8 

<211> 3139 

<212> DNA 

<213> Homo sapiens 










<400> 8 
ggccgaggag 


gaagtggcgg cggcggcggc 


gggactgcgc 


gccccagctc 


cgatccccgt 


60 


tccgcgtccc cgccgccggg aggaggtgcc 


cactcgctcg 


cggcgcgcgc 


cggccgccag 


120 
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actcggcctg 


tgggcgattt 


cctccggacc 


caggctcccc 


gcccgaggag 


gaagatgcag 


180 


acctttctga 


aagggaagag 


agttggctac 


tggctgagcg 


agaagaaaat 


caagaagctg 


240 


aatttccagg 


ccttcgccga 


gctgtgcagg 


aagcgaggga 


tggaggttgt 


gcagctgaac 


300 


cttagccggc 


cgatcgagga 


gcagggcccc 


ctggacgtca 


tcatccacaa 


gctgactgac 


360 


gtcatccttg 


aagccgacca 


gaatgatagc 


cagtccctgg 


agctggtgca 


caggttccag 


420 


gagtacatcg 


atgcccaccc 


tgagaccatc 


gtcctggacc 


cgctccctgc 


catcagaacc 


480 


ctgcttgacc 


gctccaagtc 


ctatgagctc 


atccggaaga 


ttgaggccta 


catggaagac 


540 


gacaggatct 


gctcgccacc 


cttcatggag 


ctcacgagcc 


tgtgcgggga 


tgacaccatg 


600 


cggctgctgg 


agaagaacgg 


cttgactttc 


ccattcattt 


gcaaaaccag 


agtggctcat 


660 


ggcaccaact 


ctcacgagat 


ggctatcgtg 


ttcaaccagg 


agggcctgaa 


cgccatccag 


720 


ccaccctgcg 


tggtccagaa 


tttcatcaac 


cacaacgccg 


tcctgtacaa 


ggtgttcgtg 


780 


gttggcgagt 


cctacaccgt 


ggtccagagg 


ccctcactca. 


agaacttctc 


cgcaggcaca 


840 


tcagaccgtg 


agtccatctt 


cttcaacagc 


cacaacgtgt 


caaagccgga 


gtcgtcatcg 


900 


gtcctgacgg 


agctggacaa 


gatcgagggc 


gtgttcgagc 


ggccgagcga 


cgaggtcatc 


960 


cgggagctct 


cccgggccct 


gcggcaggca 


ctgggcgtgt 


cactcttcgg 


catcgacatc 


1020 


atcatcaaca 


accagacagg 


gcagcacgcc 


gtcattgaca 


tcaatgcctt 


cccaggctac 


1080 


gagggcgtga 


gcgagttctt 


cacagacctc 


ctgaaccaca 


tcgccactgt 


cctgcagggc 


1140 


cagagcacag 


ccatggcagc 


cacaggggac 


gtggccctgc 


tgaggcacag 


caagcttctg 


1200 


gccgagccgg 


cgggcggcct 


ggtgggcgag 


cggacatgca 


gcgccagccc 


cggctgctgc 


1260 


ggcagcatga 


tgggccagga 


cgcgccctgg 


aaggctgagg 


ccgacgcggg 


cggcaccgcc 


1320 


aagctgccgc 


accagagact 


cggctgcaac 


gccggcgtgt 


cgcccagctt 


ccagcagcat 


1380 


tgtgtggcct 


ccctggccac 


caaggcctcc 


tcccagtagc 


cacggagccg 


ggacccagag 


1440 


gggcagcgca 


gggcgcagag 


cacacccgct 


gggccagcag 


ctcccaacgg 


cgatgctact 


1500 


actaagaatc 


cccagtgatc 


tgattcttct 


gttttttaat 


ttttaacctg 


attctctgat 


1560 


gtcatgatct 


aaatgagggg 


tagtggggga 


tggaagagag 


taccaggtgg 


tccaccgttg 


1620 


gggagtgggg 


ccgtccgcct 


gctctctact 


gtgcagacct 


cctaactgag 


tttacacacg 


1680 


cttgtgtttg 


caacactagg 


tctggatggg 


aggtgagggg 


tgtgcgtatg 


gctgccatgc 


1740 


cggtgtctgt 


gcacatccct 


gtctgttggt 


ctccatggcc 


actgtggacc 


gggacccttg 


1800 


ggggaagcct 


gcccatgtcg 


ggctgtggga 


ggctgatcgg 


tgcatgtgag 


agtggcttcc 


1860 


cttctgcctg 


actccccact 


ccctgacctg 


ccccttcctt 


gtttttcctc 


ctactggtct 


1920 


ccaccaaggc 


tttgttagcc 


cccaccctgc 


ctggtgtgca 


gctaacccct 


ccctccccac 


1980 


agccagagga 


ggccacagac 


ccctcagggg 


agttccgcgc 


tggtgtctgg 


gctgtgctcc 


2040 


ctcactaaag 


ggaaggaaag 


gaagctgggc 


gtcctctggg 


ccccccaaca 


cacgtcccat 


2100 


ttagccctgc 


acagcggtct 


ccttccccta 


agccagcact 


gctgctccct 


ggagcccggg 


2160 
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aaggaggctg 


cctggctgga 


ggcccgagcc 


gatggcgcct 


gtgctgagga 


tttgtgctgt 


2220 


gatttgggca 


aatcattcca 


ggtctttggg 


cctccacccc 


cttgtctcta 


gtggacattt 


2280 


gagatcagag 


agcaccacag 


ggctggcttt 


gtgccctaac 


ccctgggatg 


cagcctgcct 


2340 


ttccataaag 


tcacctaggt 


gaggataggc 


gcgggagcct 


cggcatgaca 


ccatggagat 


2400 


cggggccctc 


ttcccagtgg 


gttcactcct 


tttcacacct 


gctgggtccc 


tcctcaccca 


2460 


gcaggcctgg 


tccacctctc 


attgcaagcc 


ccaagcactg 


agccagcagg 


tgccagggag 


2520 


ccacccgccc 


cccatcgctt 


ctgcacacct 


cagactcacc 


ccatcacctt 


ggcagcaaag 


2580 


cactggctct 


gccgtctgac 


ccctgatcca 


ggcagccccc 


tctgcagaga 


aaagggttgg 


2640 


ggagaagcct 


ctgcagtcct 


ggaagatgtg 


gggtgctggg 


tgagaggcat 


cagcccccac 


2700 


aagtatgttt 


ttgtgtctta 


agatagcagt 


ttactttgaa 


aaagtgaaaa 


aggcttccgg 


2760 


gctgtcctct 


gcccagtgag 


atggaggacg 


ctagagaaag 


tgctgagtgt 


cccgagagag 


2820 


gcccccgagc 


cagtgcatgg 


aggtccttcg 


gcctggctca 


gctgggctgc 


aggatgccca 


2880 


ctttgaggag 


ggaggcacag 


ggcttgggcg 


aggggcagag 


gccatcagaa 


ctgcccggct 


2940 


tttttggaaa 


ctgaggaccc 


aacaactaac 


cacgtttaca 


cgacttgagt 


tttgaacccc 


3000 


gattaatgtc 


tgtacgtcac 


ctttcctagt 


tctgaccctg 


agccctgggg 


aacaggaaag 


3060 


cgtggctggc 


ctcttgcact 


gctttgtctc 


caaaataaac 


tactgaaatc 


aaaccgcaaa 


3120 


aaaaaaaaaa 


aaaaaaaaa 
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<211> 0 

<212> DNA 

<213> Homo sapiens 
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<210> 39 
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<400> 39 
000 

<210> 40 

<211> 0 

<212> DNA 

<213> Homo sapiens 
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<210> 41 

<211> 0 

<212> DNA 

<213> Homo sapiens 

<400> 41 
000 

<210> 42 

<211> 0 

<212> DNA 

<213> Homo sapiens 

<400> 42 
000 

<210> 43 

<211> 453 

<212> PRT 

<213> Homo sapiens 

<400> 43 

Met Ser Trp Ser Leu His Pro Arg Asn Leu lie Leu Tvr Phe Tyr Ala 
1 5 10 IS 



Leu Leu Phe Leu Ser ser Thr cys val Ala Tyr val Ala Thr Arg Asp 
20 25 30 



Asn Cys Cys lie Leu Asp Glu Arg Phe Gly ser Tyr Cys Pro Thr Thr 
35 40 45 



Cys Gly lie Ala Asp phe Leu ser Thr Tyr Gin Thr Lys Val Asp Lys 
50 55 60 



Asp Leu Gin ser Leu Glu Asp He Leu His Gin Val Glu Asn Lys Thr 
65 70 75 80 



Ser Glu val Lys Gin Leu He Lys Ala lie Gin Leu Thr Tyr Asn Pro 
85 90 95 



Asp Glu Ser Ser Lys Pro Asn Met lie Asp Ala Ala Thr Leu Lys ser 



100 



105 



110 
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Arg Lys Met Leu Glu Glu lie Met Lys Tyr Glu Ala Ser He Leu Thr 
115 120 125 

His Asp Ser Ser lie Arg Tyr Leu Gin Glu lie Tyr Asn Ser Asn Asn 
130 135 140 

Gin Lys lie Val Asn Leu Lys Glu Lys val Ala Gin Leu Glu Ala Gin 
145 150 155 160 

cys Gin Glu pro Cys Lys Asp Thr val Gin He His Asp He Thr Gly 
165 170 175 

Lys Asp Cys Gin Asp lie Ala Asn Lys Gly Ala Lys Gin Ser Gly Leu 
180 185 190 

Tyr Phe lie Lys Pro Leu Lys Ala Asn Gin Gin Phe Leu val Tyr cys 
195 200 205 

Glu lie Asp Gly Ser Gly Asn Gly Trp Thr val Phe Gin Lys Arg Leu 
210 215 220 

Asp Gly Ser Val Asp Phe Lys Lys Asn Trp lie Gin Tyr Lys Glu Gly 
225 230 235 240 

Phe Gly His Leu Ser Pro Thr Gly Thr Thr Glu Phe Trp Leu Gly Asn 
245 250 255 

Glu Lys lie His Leu lie Ser Thr Gin Ser Ala lie Pro Tyr Ala Leu 
260 265 270 

Arg Val Glu Leu Glu Asp Trp Asn Gly Arg Thr Ser Thr Ala Asp Tyr 
275 280 285 

Ala Met Phe Lys val Gly Pro Glu Ala Asp Lys Tyr Arg Leu Thr Tyr 
290 295 300 

Ala Tyr Phe Ala Gly Gly Asp Ala Gly Asp Ala Phe Asp Gly Phe Asp 
305 310 315 320 

Phe Gly Asp Asp Pro Ser Asp Lys Phe Phe Thr Ser His Asn Gly Met 
325 330 335 

Gin Phe Ser Thr Trp Asp Asn Asp Asn Asp Lys Phe Glu Gly Asn Cys 
340 345 350 

Ala Glu Gin Asp Gly Ser Gly Trp Trp Met Asn Lys Cys His Ala Gly 
355 360 365 

His Leu Asn Gly val Tyr Tyr Gin Gly Gly Thr Tyr ser Lys Ala ser 
370 375 380 
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Thr Pro Asn Gly Tyr Asp Asn Gly lie lie Trp Ala Thr Trp Lys Thr 
385 390 395 400 

Arg Trp Tyr ser Met Lys Lys Thr Thr Met Lys lie lie Pro Phe Asn 
405 410 415 

Arg Leu Thr lie Gly Glu Gly Gin Gin His His Leu Gly Gly Ala Lys 
420 425 430 

Gin Val Arg Pro Glu His Pro Ala Glu Thr Glu Tyr Asp ser Leu Tyr 
435 440 445 

Pro Glu Asp Asp Leu 
450 

<210> 44 

<211> 3176 

<212> PRT 

<213> Homo sapiens 

<400> 44 

Met Arg Lys His Arg His Leu Pro Leu val Ala val Phe Cys Leu Phe 
15 10 15 

Leu ser Gly Phe Pro Thr Thr His Ala Gin Gin Gin Gin Ala Asp Val 
20 25 30 

Lys Asn Gly Ala Ala Ala Asp He lie Phe Leu Val Asp ser ser Trp 
35 40 45 

Thr lie Gly Glu Glu His Phe Gin Leu Val Arg Glu Phe Leu Tyr Asp 
50 55 60 

Val val Lys Ser Leu Ala val Gly Glu Asn Asp Phe His Phe Ala Leu 
65 70 75 80 

Val Gin Phe Asn Gly Asn Pro His Thr Glu Phe Leu Leu Asn Thr Tyr 
85 90 95 

Arg Thr Lys Gin Glu Val Leu Ser His lie ser Asn Met ser Tyr lie 
100 105 110 

Gly Gly Thr Asn Gin Thr Gly Lys Gly Leu Glu Tyr lie Met Gin Ser 
115 120 125 

His Leu Thr Lys Ala Ala Gly ser Arg Ala Gly Asp Gly val Pro Gin 
130 135 140 

Val lie val val Leu Thr Asp Gly His ser Lys Asp Gly Leu Ala Leu 
145 150 155 160 
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Pro Ser Ala Glu Leu Lys Ser Ala Asp val Asn Val Phe Ala lie Gly 
165 170 175 

Val Glu Asp Ala Asp Glu Gly Ala Leu Lys Glu lie Ala Ser Glu Pro 
180 185 190 

Leu Asn Met His Met Phe Asn Leu Glu Asn Phe Thr ser Leu His Asp 
195 200 205 

lie Val Gly Asn Leu val ser cys val His Ser Ser val ser Pro Glu 
210 215 220 

Arg Ala Gly Asp Thr Glu Thr Leu Lys Asp lie Thr Ala Gin Asp Ser 
225 230 235 240 

Ala Asp He He Phe Leu lie Asp Gly Ser Asn Asn Thr Gly Ser val 
245 250 255 

Asn Phe Ala val He Leu Asp Phe Leu val Asn Leu Leu Glu Lys Leu 
260 265 270 

Pro He Gly Thr Gin Gin lie Arg val Gly Val Val Gin Phe Ser Asp 
275 280 285 

Glu Pro Arg Thr Met Phe Ser Leu Asp Thr Tvr ser Thr Lys Ala Gin 
290 295 300 

val Leu Gly Ala val Lys Ala Leu Gly Phe Ala Gly Gly Glu Leu Ala 
305 310 315 320 

Asn lie Gly Leu Ala Leu Asp Phe Val Val Glu Asn His Phe Thr Arg 
325 330 335 

Ala Gly Gly Ser Arg Val Glu Glu Gly Val Pro Gin val Leu val Leu 
340 345 350 

He Ser Ala Gly Pro Ser Ser Asp Glu He Arg Tyr Gly Val Val Ala 
355 360 365 

Leu Lys Gin Ala ser Val Phe Ser Phe Gly Leu Gly Ala Gin Ala Ala 
370 375 380 

Ser Arg Ala Glu Leu Gin His lie Ala Thr Asp Asp Asn Leu Val Phe 
385 390 395 400 

Thr Val Pro Glu Phe Arg ser Phe Gly Asp Leu Gin Glu Lys Leu Leu 
405 410 415 

Pro Tyr lie val Gly val Ala Gin Arg His lie val Leu Lys Pro Pro 
420 425 430 
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Thr lie Val Thr Gin Val lie Glu Val Asn Lys Arg Asp He val Phe 
435 440 445 

Leu Val Asp Gly Ser Ser Ala Leu Gly Leu Ala Asn Phe Asn Ala lie 
450 455 460 

Arg Asp Phe lie Ala Lys Val lie Gln Arg Leu Glu lie Gly Gin Asp 
465 470 475 480 

Leu lie Gin val Ala val Ala Gin Tyr Ala Asp Thr val Arg pro Glu 
485 490 495 

Phe Tyr Phe Asn Thr His Pro Thr Lys Arg Glu val He Thr Ala val 
500 505 510 

Arg Lys Met Lys Pro Leu Asp Gly Ser Ala Leu Tyr Thr Gly Ser Ala 
515 520 525 

Leu Asp Phe Val Arg Asn Asn Leu Phe Thr Ser ser Ala Gly Tyr Arg 
530 535 540 

Ala Ala Glu Gly lie Pro Lys Leu Leu Val Leu He Thr Gly Gly Lys 
545 550 555 560 

Ser Leu Asp Glu lie Ser Gin Pro Ala Gin Glu Leu Lys Arg ser Ser 
565 570 575 

lie Met Ala Phe Ala lie Gly Asn Lys Gly Ala Asp Gin Ala Glu Leu 
580 585 590 

Glu Glu He Ala Phe Asp Ser Ser Leu val Phe lie Pro Ala Glu Phe 
595 600 605 

Arg Ala Ala Pro Leu Gin Gly Met Leu Pro Gly Leu Leu Ala Pro Leu 
610 615 620 

Arg Thr Leu ser Gly Thr Pro Glu val His ser Asn Lys Arg Asp He 
625 630 635 640 

lie Phe Leu Leu Asp Gly ser Ala Asn val Gly Lys Thr Asn Phe Pro 
645 650 655 

Tyr Val Arg Asp Phe Val Met Asn Leu val Asn ser Leu Asp He Gly 
660 665 670 

Asn Asp Asn lie Arg Val Gly Leu Val Gin Phe ser Asp Thr Pro Val 
675 680 685 

Thr Glu Phe Ser Leu Asn Thr Tyr Gin Thr Lys ser Asp He Leu Gly 
690 695 700 
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His Leu Arg Gin Leu cln Leu Gin Gly Gly ser Gly Leu Asn Thr Glv 
705 710 715 720 

ser Ala Leu Ser Tyr Val Tyr Ala Asn His Phe Thr Glu Ala Gly Glv 
725 730 735 

Ser Arg He Arg Glu His Val Pro Gin Leu Leu Leu Leu Leu Thr Ala 
740 745 750 

Gly Gin Ser Glu Asp ser Tyr Leu Gin Ala Ala Asn Ala Leu Thr Arg 
755 760 765 

Ala Gly lie Leu Thr Phe cys Val Gly Ala Ser Gin Ala Asn Lys Ala 
770 775 780 

Glu Leu Glu Gin He Ala Phe Asn Pro Ser Leu val Tyr Leu Met Asp 
785 790 795 800 

Asp Phe Ser Ser Leu Pro Ala Leu Pro Gin Gin Leu lie Gin Pro Leu 
805 810 815 

Thr Thr Tyr val Ser Gly Gly val Glu Glu val Pro Leu Ala Gin Pro 
820 825 830 

Glu Ser Lys Arg Asp He Leu Phe Leu Phe Asp Gly ser Ala Asn Leu 
835 840 845 

val Gly Gin Phe Pro Val val Arg Asp Phe Leu Tyr Lys He lie Asp 
850 855 860 

Glu Leu Asn val Lys Pro Glu Gly Thr Arg lie Ala val Ala Gin Tyr 
865 870 875 880 

Ser Asp Asp Val Lys val Glu Ser Arg Phe Asp Glu His Gin Ser Lys 
885 890 895 

pro Glu lie Leu Asn Leu val Lys Arg Met Lys He Lys Thr Gly Lys 
900 905 910 

Ala Leu Asn Leu Gly Tyr Ala Leu Asp Tyr Ala Gin Arg Tyr lie Phe 
915 920 925 

Val Lys ser Ala Gly Ser Arg He Glu Asp Gly Val Leu Gin Phe Leu 
930 935 940 

Val Leu Leu Val Ala Gly Arg Ser Ser Asp Arg val Asp Gly Pro Ala 
945 950 955 960 

ser Asn Leu Lys Gin ser Gly val val Pro Phe lie Phe Gin Ala Lys 
965 970 975 
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Asn Ala Asp pro Ala Glu Leu Glu Gin lie val Leu ser Pro Ala phe 
980 985 990 

lie Leu Ala Ala Glu Ser Leu Pro Lys He Gly Asp Leu His Pro Gin 
995 1000 1005 

lie Val Asn Leu Leu Lys Ser val His Asn Gly Ala Pro Ala Pro 
1010 1015 1020 

Val Ser Gly Glu Lys Asp val val Phe Leu Leu Asp Gly Ser Glu 
1025 1030 1035 

Gly val Arg ser Gly Phe Pro Leu Leu Lys Glu Phe Val Gin Arg 
1040 1045 1050 

Val val Glu Ser Leu Asp val Gly Gin Asp Arg Val Arg Val Ala 
1055 1060 1065 

Val Val Gin Tyr ser Asp Arg Thr Arg Pro Glu Phe Tyr Leu Asn 
1070 1075 1080 

Ser Tyr Met Asn Lys Gin Asp Val val Asn Ala val Arg Gin Leu 
1085 1090 1095 

Thr Leu Leu Gly Gly Pro Thr Pro Asn Thr Gly Ala Ala Leu Glu 
1100 1105 1110 

Phe Val Leu Arg Asn lie Leu val Ser Ser Ala Gly Ser Arg lie 
1115 1120 1125 

Thr Glu Gly Val Pro Gin Leu Leu He val Leu Thr Ala Asp Arg 
1130 1135 1140 

Ser Gly Asp Asp val Arg Asn Pro Ser Val Val Val Lys Arg Gly 
1145 1150 1155 

Gly Ala val Pro lie Gly lie Gly He Gly Asn Ala Asp lie Thr 
1160 1165 1170 

Glu Met Gin Thr lie ser Phe lie Pro Asp Phe Ala val Ala lie 
1175 1180 1185 

Pro Thr Phe Arg Gin Leu Gly Thr val Gin Gin val lie ser Glu 
1190 1195 1200 

Arg val Thr Gin Leu Thr Arg Glu Glu Leu ser Arg Leu Gin Pro 
1205 1210 1215 

Val Leu Gin Pro Leu Pro ser Pro Gly val Gly Gly Lys Arg Asp 
1220 1225 1230 
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val val Phe Leu lie Asp Gly Ser Gin ser Ala Gly Pro Glu Phe 
1235 1240 1245 

Gin Tyr val Arg Thr Leu lie Glu Arg Leu Val Asp Tyr Leu Asp 
1250 1255 1260 

Val Gly Phe Asp Thr Thr Arg Val Ala val lie Gin Phe Ser Asp 
1265 1270 1275 

Asp Pro Lys Ala Glu Phe Leu Leu Asn Ala His ser ser Lys Asp 
1280 1285 1290 

Glu Val Gin Asn Ala val Gin Arg Leu Arg Pro Lys Gly Gly Arg 
1295 1300 1305 

Gin lie Asn Val Gly Asn Ala Leu Glu Tyr Val ser Arg Asn lie 
1310 1315 1320 

Phe Lys Arg Pro Leu Gly ser Arg He Glu Glu Gly val Pro Gin 
1325 1330 1335 

Phe Leu val Leu lie Ser ser Gly Lys Ser Asp Asp Glu Val Val 
1340 1345 1350 

Val Pro Ala val Glu Leu Lys Gin Phe Gly val Ala Pro Phe Thr 
1355 1360 1365 

lie Ala Arg Asn Ala Asp Gin Glu Glu Leu val Lys He Ser Leu 
1370 1375 1380 

Ser Pro Glu Tyr Val Phe Ser Val Ser Thr Phe Arg Glu Leu Pro 
1385 1390 1395 

Ser Leu Glu Gin Lys Leu Leu Thr Pro He Thr Thr Leu Thr ser 
1400 1405 1410 

Glu Gin lie Gin Lys Leu Leu Ala Ser Thr Arg Tyr Pro Pro Pro 
1415 1420 1425 

Ala Val Glu ser Asp Ala Ala Asp lie val phe Leu lie Asp Ser 
1430 1435 1440 

ser Glu Gly val Arg Pro Asp Gly Phe Ala His He Arg Asp Phe 
1445 1450 1455 

Val ser Arg He Val Arg Arg Leu Asn He Gly Pro ser Lys Val 
1460 1465 1470 

Arg val Gly Val Val Gin Phe ser Asn Asp Val Phe Pro Glu Phe 
1475 1480 1485 
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Tyr Leu Lys Thr Tyr Arg Ser Gin Ala Pro Val Leu Asp Ala He 
1490 1495 1500 

Arg Arg Leu Arg Leu Arg Gly Gly ser Pro Leu Asn Thr Gly Lys 
1505 1510 1515 

Ala Leu Glu Phe Val Ala Arg Asn Leu Phe val Lys Ser Ala Gly 
1520 1525 1530 

ser Arg lie Glu Asp Gly Val Pro Gin His Leu val Leu val Leu 
1535 1540 1545 

Gly Gly Lys Ser Gin Asp Asp Val Ser Arg Phe Ala Gin Val lie 
1550 1555 1560 

Arg ser Ser Gly lie val Ser Leu Gly Val Gly Asp Arg Asn lie 
1565 1570 1575 

Asp Arg Thr Glu Leu Gin Thr lie Thr Asn Asp Pro Arg Leu Val 
1580 1585 1590 

Phe Thr Val Arg Glu Phe Arg Glu Leu Pro Asn lie Glu Glu Arg 
1595 1600 1605 

lie Met Asn Ser Phe Gly Pro ser Ala Ala Thr Pro Ala Pro Pro 
1610 1615 1620 

Gly Val Asp Thr Pro Pro Pro ser Arg Pro Glu Lys Lys Lys Ala 
1625 1630 1635 

Asp He Val Phe Leu Leu Asp Gly Ser lie Asn Phe Arg Arg Asp 
1640 1645 1650 

Ser Phe Gin Glu Val Leu Arg Phe Val Ser Glu He val Asp Thr 
1655 1660 1665 

Val Tyr Glu Asp Gly Asp ser He Gin Val Gly Leu val Gin Tyr 
1670 1675 1680 

Asn ser Asp Pro Thr Asp Glu Phe Phe Leu Lys Asp Phe Ser Thr 
1685 1690 1695 

Lys Arg Gin He He Asp Ala He Asn Lys val val Tyr Lys Gly 
1700 1705 1710 

Gly Arg His Ala Asn Thr Lys Val Gly Leu Glu His Leu Arg val 
1715 1720 1725 

Asn His Phe Val pro Glu Ala Gly Ser Arg Leu Asp Gin Arg Val 
1730 1735 1740 

21 

SUBSTITUTE SHEET (RULE 26) 



wo 2005/040422 PCT/EP2004/011651 

33318, ST25.PCT.txt 

pro Gin lie Ala Phe val lie Thr Gly Gly Lys ser val Glu Asp 
1745 1750 1755 

Ala Gin Asp Val Ser Leu Ala Leu Thr Gin Arg Gly val Lys val 
1760 1765 1770 

Phe Ala val Gly Val Arg Asn He Asp ser Glu Glu Val Gly Lys 
1775 1780 1785 

lie Ala ser Asn Ser Ala Thr Ala Phe Arg val Gly Asn val Gin 
1790 1795 1800 

Glu Leu Ser Glu Leu ser Glu Gin val Leu Glu Thr Leu His Asp 
1805 1810 1815 

Ala Met His Glu Thr Leu cys Pro Gly val Thr Asp Ala Ala Lys 
1820 1825 1830 

Ala cys Asn Leu Asp Val lie Leu Gly Phe Asp Gly ser Arg Asp 
1835 1840 1845 

Gin Asn Val Phe Val Ala Gin Lys Gly Phe Glu ser Lys Val Asp 
1850 1855 1860 

Ala lie Leu Asn Arg He ser Gin Met His Arg val ser cys ser 
1865 1870 1875 

Gly Gly Arg Ser Pro Thr Val Arg Val Ser val val Ala Asn Thr 
1880 1885 1890 

Pro Ser Gly Pro Val Glu Ala Phe Asp Phe Asp Glu Tyr Gin Pro 
1895 1900 1905 

Glu Met Leu Glu Lys Phe Arg Asn Met Arg ser Gin His Pro Tyr 
1910 1915 1920 

val Leu Thr Glu Asp Thr Leu Lys val Tyr Leu Asn Lys Phe Arg 
1925 1930 1935 

Gin ser Ser Pro Asp Ser Val Lys val val lie His Phe Thr Asp 
1940 1945 1950 

Gly Ala Asp Gly Asp Leu Ala Asp Leu His Arg Ala Ser Glu Asn 
1955 1960 1965 

Leu Arg Gin Glu Gly val Arg Ala Leu lie Leu val Gly Leu Glu 
1970 1975 1980 

Arg Val Val Asn Leu Glu Arg Leu Met His Leu Glu Phe Gly Arg 
1985 1990 1995 
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Gly Phe Met Tyr Asp Arg Pro Leu Arg Leu Asn Leu Leu Asp Leu 
2000 2005 2010 

Asp Tyr Glu Leu Ala Glu Gin Leu Asp Asn lie Ala Glu Lys Ala 
2015 2020 2025 

cys cys Gly Val Pro Cys Lys cys ser Gly Gin Arg Gly Asp Arg 
2030 2035 2040 

Gly Pro lie Gly ser lie Gly Pro Lys Gly lie Pro Gly Glu Asp 
2045 2050 2055 

Gly Tyr Arg Gly Tyr Pro Gly Asp Glu Gly Gly pro Gly Glu Arg 
2060 2065 2070 

Gly Pro Pro Gly val Asn Gly Thr Gin Gly Phe Gin Gly cys Pro 
2075 2080 2085 

Gly Gin Arg Gly val Lys Gly ser Arg Gly Phe Pro Gly Glu Lys 
2090 2095 2100 

Gly Glu Val Gly Glu lie Gly Leu Asp Gly Leu Asp Gly Glu Asp 
2105 2110 2115 

Gly Asp Lys Gly Leu Pro Gly Ser Ser Gly Glu Lys Gly Asn Pro 
2120 2125 2130 

Gly Arg Arg Gly Asp Lys Gly Pro Arg Gly Glu Lys Gly Glu Arg 
2135 2140 2145 

Gly Asp Val Gly lie Arg Gly Asp Pro Gly Asn Pro Gly Gin Asp 
2150 2155 2160 

ser Gin Glu Arg Gly Pro Lys Gly Glu Thr Gly Asp Leu Gly Pro 
2165 2170 2175 

Met Gly Val Pro Gly Arg Asp Gly val Pro Gly Gly Pro Gly Glu 
2180 2185 2190 

Thr Gly Lys Asn Gly Gly Phe Gly Arg Arg Gly Pro Pro Gly Ala 
2195 2200 2205 

Lys Gly Asn Lys Gly Gly Pro Gly Gin Pro Gly Phe Glu Gly Glu 
2210 2215 2220 

Gin Gly Thr Arg Gly Ala Gin Gly Pro Ala Gly Pro Ala Gly Pro 
2225 2230 2235 

Pro Gly Leu He Gly Glu Gin Gly lie ser Gly Pro Arg Gly ser 
2240 2245 2250 
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Gly Gly Ala Arg Gly Ala Pro Gly Glu Arg Gly Arg Thr Gly Pro 
2255 2260 2265 

Leu Gly Arg Lys Gly Glu Pro Gly Glu Pro Gly Pro Lys Gly Gly 
2270 2275 2280 

lie Gly Asn Pro Gly Pro Arg Gly Glu Thr Gly Asp Asp Gly Arg 
2285 2290 2295 

Asp Gly val Gly Ser Glu Gly Arg Arg Gly Lys Lys Gly Glu Arg 
2300 2305 » « ^ ^ 2310 

Gly Phe Pro Gly Tyr Pro Gly Pro Lys Gly Asn Pro Gly Glu Pro 
2315 2320 2325 

Gly Leu Asn Gly Thr Thr Gly Pro Lys Gly lie Arg Gly Arg Arg 
2330 2335 2340 

Gly Asn ser Gly Pro Pro Gly lie Val Gly Gin Lys Gly Arg Pro 
2345 2350 2355 

Gly Tyr Pro Gly Pro Ala Gly Pro Arg Gly Asn Arg Gly Asp Ser 
2360 2365 2370 

lie Asp Gin cys Ala Leu lie Gin Ser He Lys Asp Lys Cys Pro 
2375 2380 2385 

Cys Cys Tyr Gly Pro Leu Glu Cys Pro Val Phe Pro Thr Glu Leu 
2390 2395 2400 

Ala Phe Ala Leu Asp Thr Ser Glu Gly val Asn Gin Asp Thr Phe 
2405 2410 2415 

Gly Arg Met Arg Asp val val Leu ser He val Asn val Leu Thr 
2420 2425 2430 

lie Ala Glu ser Asn cys Pro Thr Gly Ala Arg val Ala val Val 
2435 2440 2445 

Thr Tyr Asn Asn Glu val Thr Thr Glu He Arg Phe Ala Asp ser 
2450 2455 2460 

Lys Arg Lys Ser val Leu Leu Asp Lys He Lys Asn Leu Gin val 
2465 2470 2475 

Ala Leu Thr Ser Lys Gin Gin Ser Leu Glu Thr Ala Met Ser Phe 
2480 2485 2490 

Val Ala Arg Asn Thr Phe Lys Arg Val Arg Asn Gly Phe Leu Met 
2495 2500 2505 
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Arg Lys val Ala val Phe Phe ser Asn Thr pro Thr Arg Ala Ser 
2510 2515 2520 

pro Gin Leu Arg Glu Ala val Leu Lys Leu ser Asp Ala Gly lie 
2525 2530 2535 

Thr Pro Leu Phe Leu Thr Arg Gin Glu Asp Arg Gin Leu He Asn 
2540 2545 2550 

Ala Leu Gin lie Asn Asn Thr Ala Val Gly His Ala Leu va1 Leu 
2555 2560 2565 

Pro Ala Gly Arg Asp Leu Thr Asp Phe Leu Glu Asn val Leu Thr 
2570 2575 2580 

Cys His val cys Leu Asp lie cys Asn He Asp pro ser cys Gly 
2585 2590 2595 

Phe Gly ser Trp Arg Pro ser Phe Arg Asp Arg Arg Ala Ala Gly 
2600 2605 2610 

ser Asp val Asp lie Asp Met Ala Phe lie Leu Asp ser Ala Glu 
2615 2620 2625 

Thr Thr Thr Leu Phe Gin Phe Asn Glu Met Lys Lys Tyr lie Ala 
2630 2635 2640 

Tyr Leu val Arg Gin Leu Asp Met Ser Pro Asp Pro Lys Ala ser 
2645 2650 2655 

Gin His Phe Ala Arg val Ala Val Val Gin His Ala Pro ser Glu 
2660 2665 2670 

ser Val Asp Asn Ala Ser Met Pro Pro Val Lys val Glu Phe ser 
2675 2680 2685 

Leu Thr Asp Tyr Gly ser Lys Glu Lys Leu val Asp Phe Leu ser 
2690 2695 2700 

Arg Gly Met Thr Gin Leu Gin Gly Thr Arg Ala Leu Gly Ser Ala 
2705 2710 2715 

lie Glu Tyr Thr lie Glu Asn Val Phe Glu ser Ala Pro Asn Pro 
2720 2725 2730 

Arg Asp Leu Lys lie Val Val Leu Met Leu Thr Gly Glu Val Pro 
2735 2740 2745 

Glu Gin Gin Leu Glu Glu Ala Gin Arg Val lie Leu Gin Ala Lys 
2750 2755 2760 
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Cys Lys Gly Tyr Phe Phe Val Val Leu Gly lie Gly Arg Lys Val 
2765 2770 2775 

Asn lie Lys Glu val Tyr Thr Phe Ala ser Glu Pro Asn Asp val 
2780 2785 2790 

Phe Phe Lys Leu Val Asp Lys ser Thr Glu Leu Asn Glu Glu Pro 
2795 2800 2805 

Leu Met Arg Phe Gly Arg Leu Leu Pro Ser Phe Val ser Ser Glu 
2810 2815 2820 

Asn Ala Phe Tyr Leu Ser Pro Asp lie Arg Lys Gin cys Asp Trp 
2825 2830 2835 ^ *' 

Phe Gin Gly Asp Gin Pro Thr Lys Asn Leu val Lys Phe Gly His 
2840 2845 2850 

Lys Gin Val Asn val Pro Asn Asn val Thr Ser Ser pro Thr Ser 
2855 2860 2865 

Asn Pro Val Thr Thr Thr Lys Pro val Thr Thr Thr Lys Pro Val 
2870 2875 2880 

Thr Thr Thr Thr Lys Pro val Thr Thr Thr Thr Lys Pro Val Thr 
2885 2890 2895 

He lie Asn Gin Pro Ser val Lys Pro Ala Ala Ala Lys Pro Ala 
2900 2905 2910 

Pro Ala Lys Pro Val Ala Ala Lys Pro val Ala Thr Lys Thr Ala 
2915 2920 2925 

Thr Val Arg Pro Pro val Ala val Lys Pro Ala Thr Ala Ala Lys 
2930 2935 2940 

Pro Val Ala Ala Lys Pro Ala Ala Val Arg Pro Pro Ala Ala Ala 
2945 2950 2955 

Ala Lys Pro Val Ala Thr Lys Pro Glu val Pro Arg Pro Gin Ala 
2960 2965 2970 

Ala Lys Pro Ala Ala Thr Lys Pro Ala Thr Thr Lys Pro val val 
2975 2980 2985 

Lys Met Leu Arg Glu val Gin Val Phe Glu lie Thr Glu Asn Ser 
2990 2995 3000 

Ala Lys Leu His Trp Glu Arg Pro Glu Pro Pro Gly Pro Tyr Phe 
3005 3010 3015 
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Tyr Asp Leu Thr val Thr Ser Ala His Asp Gin Ser Leu val Leu 
3020 3025 3030 

Lys Gin Asn Leu Thr Val Thr Asp Arg val He Gly Gly Leu Leu 
3035 3040 3045 

Ala Gly Gin Thr Tyr His Val Ala val val Cys Tyr Leu Arg Ser 
3050 3055 3060 

Gin Val Arg Ala Thr Tyr His Gly ser Phe ser Thr Lys Lys Ser 
3065 3070 3075 

Gin Pro Pro Pro Pro Gin Pro Ala Arg ser Ala Ser ser Ser Thr 
3080 3085 3090 

lie Asn Leu Met Val Ser Thr Glu Pro Leu Ala Leu Thr Glu Thr 
3095 3100 3105 

Asp He cys Lys Leu Pro Lys Asp Glu Gly Thr Cys Arg Asp Phe 
3110 3115 3120 

He Leu Lys Trp Tyr Tyr Asp Pro Asn Thr Lys Ser Cys Ala Arg 
3125 3130 3135 

Phe Trp Tyr Gly Gly Cys Gly Gly Asn Glu Asn Lys Phe Gly ser 
3140 3145 3150 

Gin Lys Glu Cys Glu Lys val Cys Ala Pro Val Leu Ala Lys Pro 
3155 3160 3165 

Gly Val lie ser val Met Gly Thr 
3170 3175 

<210> 45 

<211> 688 

<212> PRT 

<213> Homo sapiens 

<400> 45 

Met Trp cys He Val Leu Phe Ser Leu Leu Ala Trp val Tyr Ala Glu 
1 5 10 15 

Pro Thr Met Tyr Gly Glu He Leu ser Pro Asn Tyr Pro Gin Ala Tyr 
20 25 30 

Pro Ser Glu Val Glu Lys Ser Trp Asp lie Glu val Pro Glu Gly Tyr 
35 40 45 

Gly lie His Leu Tyr Phe Thr His Leu Asp lie Glu Leu ser Glu Asn 
50 55 60 
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Cys Ala Tyr Asp Ser Val Gin He lie Ser Gly Asp Thr Glu Glu Gly 
65 70 75 80 

Arg Leu cys Gly Gin Arg ser ser Asn Asn Pro His Ser Pro lie val 
85 90 95 

Glu Glu Phe Gin val Pro Tyr Asn Lys Leu Gin Val lie Phe Lys ser 
100 105 110 

Asp Phe Ser Asn Glu Glu Arg Phe Thr Gly Phe Ala Ala Tyr Tyr Val 
115 120 125 

Ala Thr Asp He Asn Glu Cys Thr Asp Phe Val Asp val Pro Cys Ser 
130 135 140 

His Phe Cys Asn Asn Phe He Gly Gly Tyr Phe cys Ser Cys Pro Pro 
145 150 155 160 

Glu Tyr Phe Leu His Asp Asp Met Lys Asn cys Gly val Asn cys Ser 
165 170 175 

Gly Asp val Phe Thr Ala Leu He Gly Glu He Ala Ser Pro Asn Tyr 
180 185 190 

Pro Lys Pro Tyr Pro Glu Asn Ser Arg cys Glu Tyr Gin lie Arg Leu 
195 200 205 

Glu Lys Gly Phe Gin val val Val Thr Leu Arg Arg Glu Asp Phe Asp 
210 215 220 

val Glu Ala Ala Asp Ser Ala Gly Asn cys Leu Asp Ser Leu val Phe 
225 230 235 240 

Val Ala Gly Asp Arg Gin Phe Gly Pro Tyr cys Gly His Gly Phe Pro 
245 250 255 

Gly Pro Leu Asn He Glu Thr Lys ser Asn Ala Leu Asp He lie Phe 
260 265 270 

Gin Thr Asp Leu Thr Gly Gin Lys Lys Gly Trp Lys Leu Arg Tyr His 
275 280 285 

Gly Asp Pro Met Pro Cys Pro Lys Glu Asp Thr Pro Asn Ser Val Trp 
290 295 300 

Glu Pro Ala Lys Ala Lys Tyr val Phe Arg Asp val Val Gin He Thr 
305 310 315 320 

cys Leu Asp Gly Phe Glu val val Glu Gly Arg Val Gly Ala Thr ser 
325 330 335 
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Phe Tyr Ser Thr cys Gin Ser Asn Gly Lys Trp ser Asn ser Lys Leu 
340 345 350 

Lys Cys Gin Pro Val Asp Cys Gly lie Pro Glu ser He Glu Asn Gly 
355 360 365 

Lys Val Glu Asp Pro Glu ser Thr Leu Phe Gly ser val lie Arg Tyr 
370 375 380 

Thr Cys Glu Glu Pro Tyr Tyr Tyr Met Glu Asn Gly Gly Gly Gly Glu 
385 390 395 400 

Tyr His cys Ala Gly Asn Gly ser Trp val Asn Glu val Leu Gly Pro 
405 410 415 

Glu Leu Pro Lys cys val pro Val cys Gly val Pro Arg Glu Pro Phe 
420 425 430 

Glu Glu Lys Gin Arg He lie Gly Gly ser Asp Ala Asp He Lys Asn 
435 440 445 

Phe Pro Trp Gin Val Phe Phe Asp Asn Pro Trp Ala Gly Gly Ala Leu 
450 455 460 

lie Asn Glu Tyr Trp val Leu Thr Ala Ala His Val val Glu Gly Asn 
465 470 475 480 

Arg Glu Pro Thr Met Tyr val Gly ser Thr Ser val Gin Thr Ser Arg 
485 490 495 

Leu Ala Lys Ser Lys Met Leu Thr Pro Glu His val Phe He His Pro 
500 505 510 

Gly Trp Lys Leu Leu Glu val Pro Glu Gly Arg Thr Asn Phe Asp Asn 
515 520 525 

Asp He Ala Leu Val Arg Leu Lys Asp Pro Val Lys Met Gly Pro Thr 
530 535 540 

Val ser Pro He cys Leu Pro Gly Thr Ser Ser Asp Tyr Asn Leu Met 
545 550 555 560 

Asp Gly Asp Leu Gly Leu lie ser Gly Trp Gly Arg Thr Glu Lys Arg 
565 570 575 

Asp Arg Ala val Arg Leu Lys Ala Ala Arg Leu Pro Val Ala Pro Leu 
580 585 590 

Arg Lys cys Lys Glu Val Lys val Glu Lys Pro Thr Ala Asp Ala Glu 
595 600 605 
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Ala Tyr val Phe Thr Pro Asn Met lie Cys Ala Gly Gly Glu Lys Gly 
610 615 620 

Met Asp Ser Cys Lys Gly Asp Ser Gly Gly Ala Phe Ala Val Gin Asp 
625 630 635 640 

Pro Asn Asp Lys Thr Lys Phe TVr Ala Ala Gly Leu val ser Trp Gly 
645 650 655 

Pro Gin Cys Gly Thr Tyr Gly Leu Tyr Thr Arg val Lys Asn Tyr Val 
660 665 670 

Asp Trp He Met Lys Thr Met Gin Glu Asn Ser Thr Pro Arg Glu Asp 
675 680 685 

<210> 46 

<211> 128 

<212> PRT 

<213> Homo sapiens 

<400> 46 

Met Gly He Gin Gly Gly ser Val Leu Phe Gly Leu Leu Leu Val Leu 
15 10 15 

Ala Val Phe cys His Ser Gly His Ser Leu Gin Cys Tyr Asn cys Pro 
20 25 30 

Asn Pro Thr Ala Asp cys Lys Thr Ala Val Asn Cys ser ser Asp Phe 
35 40 45 

Asp Ala Cys Leu lie Thr Lys Ala Gly Leu Gin Val Tyr Asn Lys Cys 
50 55 60 

Trp Lys Phe Glu His cys Asn Phe Asn Asp val Thr Thr Arg Leu Arg 
65 7b 75 80 

Glu Asn Glu Leu Thr Tyr Tyr Cys Cys Lys Lys Asp Leu Cys Asn Phe 
85 90 95 

Asn Glu Gin Leu Glu Asn Gly Gly Thr Ser Leu Ser Glu Lys Thr val 
100 105 110 

Leu Leu Leu Val Thr Pro Phe Leu Ala Ala Ala Trp ser Leu His pro 
115 120 125 

<210> 47 

<211> 605 

„<212> PRT 

<213> Homo sapiens 

<400> 47 

Met Ala Leu Arg Lys Gly Gly Leu Ala Leu Ala Leu Leu Leu Leu Ser 
15 10 15 
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Trp Val Ala Leu Gly Pro Arg Ser Leu Glu Gly Ala Asp Pro Gly Thr 
20 25 30 

pro Gly Glu Ala Glu Gly Pro Ala Cys pro Ala Ala cys val cys Ser 
35 40 45 

Tyr Asp Asp Asp Ala Asp Glu Leu Ser val Phe Cys Ser Ser Arg Asn 
50 55 60 

Leu Thr Arg Leu Pro Asp Gly Val Pro Gly Gly Thr Gin Ala Leu Trp 
65 70 75 80 

Leu Asp Gly Asn Asn Leu ser ser Val Pro Pro Ala Ala Phe Gin Asn 
85 90 95 

Leu ser Ser Leu Gly Phe Leu Asn Leu Gin Gly Gly Gin Leu Gly Ser 
100 105 110 

Leu Glu Pro Gin Ala Leu Leu Gly Leu Glu Asn Leu cys His Leu His 
115 120 125 

Leu Glu Arg Asn Gin Leu Arg ser Leu Ala Leu Gly Thr Phe Ala His 
130 135 140 

Thr Pro Ala Leu Ala Ser Leu Gly Leu ser Asn Asn Arg Leu ser Arg 
145 150 155 160 

Leu Glu Asp Gly Leu Phe Glu Gly Leu Gly Ser Leu Trp Asp Leu Asn 
165 170 175 

Leu Gly Trp Asn Ser Leu Ala Val Leu Pro Asp Ala Ala Phe Arg Gly 
180 185 190 

Leu Gly Ser Leu Arg Glu Leu val Leu Ala Gly Asn Arg Leu Ala Tyr 
195 200 205 

Leu Gin Pro Ala Leu Phe ser Gly Leu Ala Glu Leu Arg Glu Leu Asp 
210 215 220 

Leu Ser Arg Asn Ala Leu Arg Ala He Lys Ala Asn Val Phe val Gln 
225 230 235 240 

Leu Pro Arg Leu Gin Lys Leu Tyr Leu Asp Arg Asn Leu lie Ala Ala 
245 250 255 

Val Ala Pro Gly Ala Phe Leu Gly Leu Lys Ala Leu Arg Trp Leu Asp 
260 265 270 

Leu ser His Asn Arg Val Ala Gly Leu Leu Glu Asp Thr Phe Pro Gly 
275 280 285 
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Leu Leu Gly Leu Arg Val Leu Arg Leu Ser His Asn Ala lie Ala Ser 
290 295 300 

Leu Arg Pro Arg Thr Phe Lys Asp Leu His Phe Leu Glu Glu Leu Gin 
305 310 315 320 

Leu Gly His Asn Arg He Arg Gin Leu Ala Glu Arg ser Phe Glu Gly 
325 330 335 

Leu Gly Gin Leu Glu val Leu Thr Leu Asp His Asn Gin Leu Gin Glu 
340 345 350 

Val Lys Ala Gly Ala Phe Leu Gly Leu Thr Asn Val Ala val Met Asn 
355 360 365 

Leu Ser Gly Asn Cys Leu Arg Asn Leu Pro Glu Gin val Phe Arg Gly 
370 375 380 

Leu Gly Lys Leu His ser Leu His Leu Glu Gly Ser Cys Leu Gly Arg 
385 390 395 400 

lie Arg Pro His Thr Phe Thr Gly Leu ser Gly Leu Arg Arg Leu Phe 
405 410 415 

Leu Lys Asp Asn Gly Leu Val Gly He Glu Glu Gin ser Leu Trp Gly 
420 425 430 

Leu Ala Glu Leu Leu Glu Leu Asp Leu Thr Ser Asn Gin Leu Thr His 
435 440 445 

Leu Pro His Arg Leu Phe Gin Gly Leu Gly Lys Leu Glu Tyr Leu Leu 
450 455 460 

Leu Ser Arg Asn Arg Leu Ala Glu Leu Pro Ala Asp Ala Leu Gly Pro 
465 470 475 480 

Leu Gin Arg Ala Phe Trp Leu Asp Val Ser His Asn Arg Leu Glu Ala 
485 490 495 

Leu Pro Asn Ser Leu Leu Ala Pro Leu Gly Arg Leu Arg Tyr Leu Ser 
500 505 510 

Leu Arg Asn Asn ser Leu Arg Thr Phe Thr Pro Gin Pro Pro Gly Leu 
515 520 525 

Glu Arg Leu Trp Leu Glu Gly Asn Pro Trp Asp cys Gly cys Pro Leu 
530 535 540 

Lys Ala Leu Arg Asp Phe Ala Leu Gin Asn Pro Ser Ala Val Pro Arg 
545 550 555 560 
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Phe Val Gin Ala lie Cys Glu Gly Asp Asp Cys Gin Pro Pro Ala TVr 
565 570 575 

Thr Tyr Asn Asn lie Thr cys Ala ser Pro Pro Glu Val val Gly Leu 
580 585 590 

Asp Leu Arg Asp Leu Ser Glu Ala His Phe Ala Pro Cys 
595 600 605 

<210> 48 

<211> 94 

<212> PRT 

<213> Homo sapiens 

<400> 48 

Met Arg Thr He Ala He Leu Ala Ala He Leu Leu val Ala Leu Gin 
15 10 15 

Ala Gin Ala Glu ser Leu Gin Glu Arg Ala Asp Glu Ala Thr Thr Gin 
20 25 30 

Lys Gin Ser Gly Glu Asp Asn Gin Asp Leu Ala He ser Phe Ala Gly 
35 40 45 

Asn Gly Leu Ser Ala Leu Arg Thr Ser Gly ser Gin Ala Arg Ala Thr 
50 55 60 

cys Tyr Cys Arg Thr Gly Arg Cys Ala Thr Arg Glu Ser Leu ser Gly 
65 70 75 80 

Val Cys Glu lie ser Gly Arg Leu Tyr Arg Leu Cys Cys Arg 
85 90 

<210> 49 

<211> 151 

<212> PRT 

<213> Homo sapiens 

<400> 49 

Met Arg Arg Leu Leu Leu Val Thr ser Leu Val Val Val Leu Leu Trp 
1 5 10 15 

Glu Ala Gly Ala Val Pro Ala Pro Lys val Pro lie Lys Met Gin val 
20 25 30 

Lys His Trp Pro Ser Glu Gin Asp Pro Glu Lys Ala Trp Gly Ala Arg 
35 40 45 

val val Glu Pro Pro Glu Lys Asp Asp Gin Leu val val Leu Phe Pro 
50 55 60 
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val Gin Lys pro Lys Leu Leu Thr Thr Glu Glu Lys Pro Arg Gly Gin 
65 70 75 80 

Gly Arg Gly Pro lie Leu Pro Gly Thr Lys Ala Trp Met Glu Thr Glu 
85 90 95 

Asp Thr Leu Gly Arg Val Leu Ser Pro Glu Pro Asp His Asp ser Leu 
100 105 110 

Tyr His Pro Pro Pro Glu Glu Asp Gin Gly Glu Glu Arg Pro Arg Leu 
115 120 125 

Trp val Met Pro Asn His Gin val Leu Leu Gly Pro Glu Glu Asp Gin 
130 135 140 

Asp His lie Tyr His Pro Gin 
145 150 

<210> 50 

<211> 949 

<212> PRT 

<213> Homo sapiens 

<400> 50 

Met He Leu Ser Leu Leu Phe Ser Leu Gly Gly Pro Leu Gly Trp Gly 
1 5 10 15 

Leu Leu Gly Ala Trp Ala Gin Ala Ser Ser Thr Ser Leu Ser Asp Leu 
20 25 30 

Gin Ser Ser Arg Thr Pro Gly Val Trp Lys Ala Glu Ala Glu Asp Thr 
35 40 45 

Ser Lys Asp Pro val Gly Arg Asn Trp cys pro Tyr Pro Met ser Lys 
50 55 60 

Leu val Thr Leu Leu Ala Leu Cys Lys Thr Glu Lys Phe Leu He His 
65 70 75 80 

Ser Gin Gin Pro Cys Pro Gin Gly Ala Pro Asp cys Gin Lys Val Lys 
85 90 95 

val Met Tyr Arg Met Ala His Lys Pro val Tyr Gin val Lys Gin Lys 
100 105 110 

Val Leu Thr ser Leu Ala Trp Arg cys Cys Pro Gly Tyr Thr Gly Pro 
115 120 125 

Asn Cys Glu His His Asp Ser Met Ala lie Pro Glu Pro Ala Asp Pro 
130 135 140 

Gly Asp Ser His Gin Glu Pro Gin Asp Gly Pro Val ser Phe Lys Pro 
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145 150 155 160 

Gly His Leu Ala Ala val lie Asn Glu val Glu val Gin Gin Glu Gin 
165 170 175 

Gin Glu His Leu Leu Gly Asp Leu Gin Asn Asp Val His Arg val Ala 
180 185 195 

Asp ser Leu Pro Gly Leu Trp Lys Ala Leu Pro Gly Asn Leu Thr Ala 
195 200 205 

Ala Val Met Glu Ala Asn Gin Thr Gly His Glu Phe Pro Asp Arg ser 
210 215 220 

Leu Glu Gin Val Leu Leu Pro His val Asp Thr Phe Leu Gin Val His 
225 230 235 240 

Phe Ser Pro He Trp Arg ser Phe Asn Gin ser Leu His Ser Leu Thr 
245 250 255 

Gin Ala lie Arg Asn Leu Ser Leu Asp val Glu Ala Asn Arg Gin Ala 
260 265 270 

He Ser Arg val Gin Asp Ser Ala Val Ala Arg Ala Asp Phe Gin Glu 
275 280 285 

Leu Gly Ala Lys Phe Glu Ala Lys Val Gin Glu Asn Thr Gin Arg val 
290 295 300 

Gly Gin Leu Arg Gin Asp Val Glu Asp Arg Leu His Ala Gin His Phe 
305 310 315 320 

Thr Leu His Arg Ser lie Ser Glu Leu Gin Ala Asp val Asp Thr Lys 
325 330 335 

Leu Lys Arg Leu His Lys Ala Gin Glu Ala Pro Gly Thr Asn Gly ser 
340 345 350 

Leu Val Leu Ala Thr Pro Gly Ala Gly Ala Arg Pro Glu Pro Asp ser 
355 360 365 

Leu Gin Ala Arg Leu Gly Gin Leu Gin Arg Asn Leu ser Glu Leu His 
370 375 380 

Met Thr Thr Ala Arg Arg Glu Glu Glu Leu Gin Tyr Thr Leu Glu Asp 
385 390 395 400 

Met Arg Ala Thr Leu Thr Arg His val Asp Glu lie Lys Glu Leu Tyr 
405 410 415 

Ser Glu Ser Asp Glu Thr Phe Asp Gin lie Ser Lys Va1 Glu Arg Gin 
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420 425 430 

Val Glu Glu Leu Gin Val Asn His Thr Ala Leu Arg Glu Leu Arg val 
435 440 445 

lie Leu Met Glu Lys Ser Leu lie Met Glu Glu Asn Lys Glu Glu Val 
450 455 460 

Glu Arg Gin Leu Leu Glu Leu Asn Leu Thr Leu Gin His Leu Gin Gly 
465 470 475 480 

Gly His Ala Asp Leu He Lys Tyr val Lys Asp Cys Asn Cys Gin Lys 
485 490 495 

Leu Tyr Leu Asp Leu Asp Val He Arg Glu Gly Gin Arg Asp Ala Thr 
500 505 510 

Arg Ala Leu Glu Glu Thr Gin val ser Leu Asp Glu Arg Arg Gin Leu 
515 520 525 

Asp Gly Ser ser Leu Gin Ala Leu Gin Asn Ala val Asp Ala Val ser 
530 535 540 

Leu Ala Val Asp Ala His Lys Ala Glu Gly Glu Arg Ala Arg Ala Ala 
545 550 555 560 

Thr Ser Arg Leu Arg Ser Gin Val Gin Ala Leu Asp Asp Glu Val Gly 
565 570 575 

Ala Leu Lys Ala Ala Ala Ala Glu Ala Arg His Glu val Arg Gin Leu 
580 585 590 

His ser Ala Phe Ala Ala Leu Leu Glu Asp Ala Leu Arg His Glu Ala 
595 600 605 

val Leu Ala Ala Leu Phe Gly Glu Glu Val Leu Glu Glu Met ser Glu 
610 615 620 

Gin Thr Pro Gly Pro Leu Pro Leu ser Tyr Glu Gin lie Arg val Ala 
625 630 635 640 

Leu Gin Asp Ala Ala ser Gly Leu Gin Glu Gin Ala Leu Gly Trp Asp 
645 650 655 

Glu Leu Ala Ala Arg val Thr Ala Leu Glu Gin Ala Ser Glu Pro Pro 
660 665 670 

Arg Pro Ala Glu His Leu Glu Pro Ser His Asp Ala Gly Arg Glu Glu 
675 680 685 

Ala Ala Thr Thr Ala Leu Ala Gly Leu Ala Arg Glu Leu Gin ser Leu 
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690 695 700 

ser Asn Asp val Lys Asn val Gly Arg cys Cys Glu Ala Glu Ala Giv 
705 710 715 720 

Ala Gly Ala Ala Ser Leu Asn Ala Ser Leu Asp Gly Leu His Asn Ala 
725 730 735 

Leu Phe Ala Thr Gin Arg Ser Leu Glu Gin His Gin Arg Leu Phe His 
740 745 750 

ser Leu Phe Gly Asn Phe Gin Gly Leu Met Glu Ala Asn Val Ser Leu 
755 760 765 

Asp Leu Gly Lys Leu Gin Thr Met Leu Ser Arg Lys Gly Lys Lys Gin 
770 775 780 

Gin Lys Asp Leu Glu Ala Pro Arg Lys Arg Asp Lys Lys Glu Ala Glu 
785 790 795 800 

Pro Leu val Asp He Arg Val Thr Gly Pro Val Pro Gly Ala Leu Gly 
805 810 815 

Ala Ala Leu Trp Glu Ala Gly Ser Pro val Ala Phe Tyr Ala Ser Phe 
820 825 830 

Ser Glu Gly Thr Ala Ala Leu Gin Thr Val Lys Phe Asn Thr Thr Tyr 
835 840 845 

He Asn He Gly Ser Ser Tyr Phe Pro Glu His Gly Tyr Phe Arg Ala 
850 855 860 

Pro Glu Arg Gly val Tyr Leu Phe Ala val Ser val Glu Phe Gly Pro 
865 870 875 880 

Gly Pro Gly Thr Gly Gin Leu Val Phe Gly (Sly His His Arg Thr Pro 
885 890 895 

Val cys Thr Thr Gly Gin Gly ser Gly Ser Thr Ala Thr val Phe Ala 
900 905 910 

Met Ala Glu Leu Gin Lys Gly Glu Arg val Trp Phe Glu Leu Thr Gin 
915 920 925 

Gly Ser lie Thr Lys Arg Ser Leu ser Gly Thr Ala Phe Gly Gly Phe 
930 935 940 

Leu Met Phe Lys Thr 
945 

<210> 51 
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<211> 185 
<212> PRT 
<213> Homo sapiens 

<400> 51 

Met Lys Phe Thr He Val Phe Ala Gly Leu Leu Gly val Phe Leu Ala 
15 10 15 

Pro Ala Leu Ala Asn Tyr Asn He Asn Val Asn Asp Asp Asn Asn Asn 
20 25 30 

Ala Gly ser Gly Gin Gin Ser val Ser val Asn Asn Glu His Asn val 
35 40 45 

Ala Asn Val Asp Asn Asn Asn Gly Trp Asp ser Trp Asn ser He Trp 

Asp Tyr Gly Asn Gly Phe Ala Ala Thr Arg Leu Phe Gin Lys Lys Thr 
65 70 75 80 

cys He val His Lys Met Asn Lys Glu val Met Pro ser lie Gin ser 
85 90 95 

Leu Asp Ala Leu val Lys Glu Lys Lys Leu Gin Gly Lys Gly Pro Gly 
100 105 110 

Gly Pro Pro Pro Lys Gly Leu Met Tyr ser val Asn Pro Asn Lys Val 
115 120 125 

Lys Asn He Ala Asn Met cys Arg Gly 
130 135 140 

He Pro Thr Tyr Met Ala Glu Glu Met Gin Glu Ala Ser Leu Phe Phe 
145 150 155 160 

Tyr ser Gly Thr cys Tyr Thr Thr Ser val Leu Trp He val Asp He 
165 170 175 

ser Phe cys Gly Asp Thr val Glu Asn 
180 185 

<210> 52 

<211> 1676 

<212> PRT 

<213> Homo sapiens 

<400> 52 

Met Gly Leu Leu Gly He Leu cys Phe Leu He Phe Leu Gly Lys Thr 
15 10 15 

Trp Gly Gin Glu Gin Thr Tyr val He Ser Ala Pro Lys He Phe Ara 
20 25 30 
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Val Gly Ala Ser Glu Asn lie Val He Gin Val Tyr Gly Tyr Thr Glu 
35 40 45 

Ala Phe Asp Ala Thr lie Ser lie Lys Ser Tyr Pro Asp Lys Lys Phe 
50 55 60 

ser Tyr ser Ser Gly His Val His Leu Ser Ser Glu Asn Lys Phe Gin 
65 70 75 80 

Asn ser Ala lie Leu Thr lie Gin Pro Lys Gin Leu Pro Gly Gly Gin 
85 90 95 

Asn Pro val ser Tyr Val Tyr Leu Glu Val Val Ser Lys His Phe Ser 
100 105 110 

Lys Ser Lys Arg Met Pro lie Thr Tyr Asp Asn Gly Phe Leu Phe lie 
115 120 125 

His Thr Asp Lys Pro Val Tyr Thr Pro Asp Gin Ser val Lys Val Arg 
130 135 140 

Val Tyr Ser Leu Asn Asp Asp Leu Lys Pro Ala Lys Arg Glu Thr val 
145 150 155 160 

Leu Thr Phe He Asp Pro Glu Gly Ser Glu Val Asp Met Val Glu Glu 
165 170 175 

He Asp His lie Gly He lie Ser Phe Pro Asp Phe Lys lie Pro Ser 
180 185 190 

Asn Pro Arg Tyr Gly Met Trp Thr lie Lys Ala Lys Tyr Lys Glu Asp 
195 200 205 

Phe ser Thr Thr Gly Thr Ala Tyr Phe Glu Val Lys Glu Tyr val Leu 
210 215 220 

Pro His Phe Ser Val Ser lie Glu Pro Glu Tyr Asn Phe lie Gly Tyr 
225 230 235 240 

Lys Asn Phe Lys Asn Phe Glu lie Thr He Lys Ala Arg Tyr Phe Tyr 
245 250 255 

Asn Lys val Val Thr Glu Ala Asp Val Tyr lie Thr Phe Gly lie Arg 
260 265 270 

Glu Asp Leu Lys Asp Asp Gin Lys Glu Met Met Gin Thr Ala Met Gin 
275 280 285 

Asn Thr Met Leu He Asn Gly He Ala Gin Val Thr Phe Asp Ser Glu 
290 295 300 
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Thr Ala val Lys Glu Leu Ser TVr Tyr Ser Leu Glu Asp Leu Asn Asn 
305 310 315 320 

Lys Tyr Leu Tyr He Ala Val Thr Val He Glu Ser Thr Gly Gly Phe 
325 330 335 

Ser Glu Glu Ala Glu He Pro Gly lie Lys Tyr val Leu Ser Pro Tyr 
340 345 350 

Lys Leu Asn Leu val Ala Thr Pro Leu Phe Leu Lys Pro Gly lie Pro 
355 360 365 

Tyr Pro lie Lys Val Gin Val Lys Asp Ser Leu Asp Gin Leu Val Gly 
370 375 380 

Gly val Pro val lie Leu Asn Ala Gin Thr lie Asp Val Asn Gin Glu 
385 390 395 400 

Thr ser Asp Leu Asp Pro ser Lys Ser val Thr Arg Val Asp Asp Gly 
405 410 415 

Val Ala ser Phe Val Leu Asn Leu Pro Ser Gly Val Thr val Leu Glu 
420 425 430 

Phe Asn Val Lys Thr Asp Ala Pro Asp Leu Pro Glu Glu Asn Gin Ala 
435 440 445 

Arg Glu Gly Tyr Arg Ala lie Ala Tyr ser ser Leu ser Gin ser Tyr 
450 455 460 

Leu Tyr lie Asp Trp Thr Asp Asn His Lys Ala Leu Leu Val Gly Glu 
465 470 475 480 

His Leu Asn lie lie Val Thr Pro Lys Ser Pro Tyr lie Asp Lys lie 
485 490 495 

Thr His Tyr Asn Tyr Leu lie Leu ser Lys Gly Lys lie lie His Phe 
500 505 510 

Gly Thr Arg Glu Lys Phe ser Asp Ala ser Tyr Gin Ser lie Asn lie 
515 520 525 

Pro Val Thr Gin Asn Met Val Pro Ser Ser Arg Leu Leu Val Tyr Tyr 
530 535 540 

lie val Thr Gly Glu Gin Thr Ala Glu Leu val ser Asp Ser Val Trp 
545 550 555 560 

Leu Asn lie Glu Glu Lys Cys Gly Asn Gin Leu Gin val His Leu ser 
565 570 575 
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pro Asp Ala Asp Ala Tyr ser Pro Gly Gin Thr val ser Leu Asn Met 
580 585 590 

Ala Thr Gly Met Asp Ser Trp Val Ala Leu Ala Ala val Asp ser Ala 
595 600 605 

val Tyr Gly Val Gin Arg Gly Ala Lys Lys Pro Leu Glu Arg Val Phe 
610 615 620 

Gin Phe Leu Glu Lys ser Asp Leu Gly Cys Gly Ala Gly Gly Gly Leu 
625 630 635 640 

Asn Asn Ala Asn Val Phe His Leu Ala Gly Leu Thr Phe Leu Thr Asn 
645 650 655 

Ala Asn Ala Asp Asp Ser Gin Glu Asn Asp Glu Pro cys Lys Glu lie 
660 665 670 

Leu Arg Pro Arg Arg Thr Leu Gin Lys Lys lie Glu Glu He Ala Ala 
675 680 685 

Lys Tyr Lys His Ser Val Val Lys Lys cys Cys Tyr Asp Gly Ala Cys 
690 695 700 

Val Asn Asn Asp Glu Thr cys Glu Gin Arg Ala Ala Arg He Ser Leu 
705 710 715 720 

Gly Pro Arg cys He Lys Ala Phe Thr Glu Cys Cys Val Val Ala Ser 
725 730 735 

Gin Leu Arg Ala Asn He Ser His Lys Asp Met Gin Leu Gly Arg Leu 
740 745 750 

His Met Lys Thr Leu Leu Pro val Ser Lys Pro Glu He Arg Ser Tyr 
755 760 765 

Phe Pro Glu Ser Trp Leu Trp Glu Val His Leu val Pro Arg Arg Lys 
770 775 780 

Gin Leu Gin Phe Ala Leu Pro Asp Ser Leu Thr Thr Trp Glu lie Gin 
785 790 795 800 

Gly lie Gly He Ser Asn Thr Gly lie Cys val Ala Asp Thr Val Lys 
805 810 815 

Ala Lys Val Phe Lys Asp Val Phe Leu Glu Met Asn He Pro Tyr Ser 
820 825 830 

Val val Arg Gly Glu Gin lie Gin Leu Lys Gly Thr val Tyr Asn Tyr 
835 840 845 
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Arg Thr ser Gly Met Gin Phe cys Val Lys Met ser Ala Val Glu Gly 
850 855 860 

lie cys Thr Ser Glu Ser Pro Val lie Asp His Gin Gly Thr Lys Ser 
865 870 875 880 

Ser Lys Cys Val Arg Gin Lys Val Glu Gly Ser ser ser His Leu Val 
885 890 895 

Thr Phe Thr val Leu Pro Leu Glu lie Gly Leu His Asn lie Asn Phe 
900 905 910 

ser Leu Glu Thr Trp Phe Gly Lys Glu He Leu Val Lys Thr Leu Arg 
915 920 925 

Val val Pro Glu Gly Val Lys Arg Glu Ser Tyr Ser Gly Val Thr Leu 
930 935 940 

Asp Pro Arg Gly He Tyr Gly Thr lie Ser Arg Arg Lys Glu Phe Pro 
945 950 955 960 

Tyr Arg lie Pro Leu Asp Leu Val Pro Lys Thr Glu lie Lys Arg lie 
965 970 975 

Leu ser val Lys Gly Leu Leu val Gly Glu lie Leu Ser Ala Val Leu 
980 985 990 

Ser Gin Glu Gly lie Asn lie Leu Thr His Leu Pro Lys Gly Ser Ala 
995 1000 1005 

Glu Ala Glu Leu Met ser val val Pro val Phe Tyr Val Phe His 
1010 1015 1020 

Tyr Leu Glu Thr Gly Asn His Trp Asn lie Phe His ser Asp Pro 
1025 1030 1035 

Leu lie Glu Lys Gin Lys Leu Lys Lys Lys Leu Lys Glu Gly Met 
1040 1045 1050 

Leu ser lie Met ser Tyr Arg Asn Ala Asp Tyr Ser Tyr Ser val 
1055 1060 1065 

Trp Lys Gly Gly ser Ala Ser Thr Trp Leu Thr Ala Phe Ala Leu 
1070 1075 1080 

Arg val Leu Gly Gin Val Asn Lys Tyr val Glu Gin Asn Gin Asn 
1085 1090 1095 

Ser lie cys Asn Ser Leu Leu Trp Leu Val Glu Asn Tyr Gin Leu 
1100 1105 1110 
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Asp Asn Gly Ser Phe Lys Glu Asn ser Gin Tyr Gin Pro ile Lys 
1115 1120 1125 

Leu Gin Gly Thr Leu Pro val Glu Ala Arg Glu Asn Ser Leu Tyr 
1130 1135 1140 

Leu Thr Ala Phe Thr val Ile Gly lie Arg Lys Ala Phe Asp lie 
1145 1150 1155 

Cys Pro Leu val Lys He Asp Thr Ala Leu Ile Lys Ala Asp Asn 
1160 1165 1170 

Phe Leu Leu Glu Asn Thr Leu Pro Ala Gin Ser Thr Phe Thr Leu 
1175 1180 1185 

Ala Ile ser Ala Tyr Ala Leu ser Leu Gly Asp Lys Thr His Pro 
1190 1195 1200 

Gin Phe Arg ser Ile Val ser Ala Leu Lys Arg Glu Ala Leu Val 
1205 1210 1215 

Lys Gly Asn Pro Pro He Tyr Arg Phe Trp Lys Asp Asn Leu Gin 
1220 1225 1230 

His Lys Asp Ser Ser val Pro Asn Thr Gly Thr Ala Arg Met val 
1235 1240 1245 

Glu Thr Thr Ala Tyr Ala Leu Leu Thr ser Leu Asn Leu Lys Asd 
1250 1255 1260 

Ile Asn Tyr val Asn Pro val lie Lys Trp Leu Ser Glu Glu Gin 
1265 1270 1275 

Arg Tyr Gly Gly Gly Phe Tyr Ser Thr Gin Asp Thr He Asn Ala 
1280 1285 1290 

Ile Glu Gly Leu Thr Glu Tyr ser Leu Leu val Lys Gin Leu Arg 
1295 1300 1305 

Leu ser Met Asp He Asp Val ser Tyr Lys His Lys Gly Ala Leu 
1310 1315 1320 

His Asn Tyr Lys Met Thr Asp Lys Asn Phe Leu Gly Arg Pro val 
1325 1330 . 1335 

Glu Val Leu Leu Asn Asp Asp Leu lie Val ser Thr Gly Phe Gly 
1340 1345 1350 

ser Gly Leu Ala Thr val His val Thr Thr val val His Lys Thr 
1355 1360 1365 
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Ser Thr ser Glu Glu Val Cys Ser Phe Tyr Leu Lys lie Asp Thr 
1370 1375 1380 

Gin Asp lie Glu Ala Ser His Tyr Arg Gly Tyr Gly Asn Ser Asp 
1385 1390 1395 

Tyr Lys Arg lie val Ala cys Ala ser Tyr Lys Pro ser Arg Glu 
1400 1405 1410 

Glu Ser ser ser Gly Ser ser His Ala val Met Asp He Ser Leu 
1415 1420 1425 

Pro Thr Gly lie Ser Ala Asn Glu Glu Asp Leu Lys Ala Leu val 
1430 1435 1440 

Glu Gly Val Asp Gin Leu Phe Thr Asp Tyr Gin lie Lys Asp Gly 
1445 1450 1455 

His Val lie Leu Gin Leu Asn ser lie Pro Ser Ser Asp Phe Leu 
1460 1465 1470 

Cys Val Arg Phe Arg lie Phe Glu Leu Phe Glu val Gly Phe Leu 
1475 1480 1485 

ser Pro Ala Thr Phe Thr val Tyr Glu Tyr His Arg pro Asp Lys 
1490 1495 1500 

Gin Cys Thr Met Phe Tyr ser Thr Ser Asn He Lys He Gin Lys 
1505 1510 1515 

val cys Glu Gly Ala Ala Cys Lys cys val Glu Ala Asp cys Gly 
1520 1525 1530 

Gin Met Gin Glu Glu Leu Asp Leu Thr He Ser Ala Glu Thr Arg 
1535 1540 1545 

Lys Gin Thr Ala Cys Lys Pro Glu lie Ala Tyr Ala Tyr Lys Val 
1550 1555 1560 

Ser lie Thr Ser lie Thr Val Glu Asn Val Phe Val Lys Tyr Lys 
1565 1570 1575 

Ala Thr Leu Leu Asp lie Tyr Lys Thr Gly Glu Ala Val Ala Glu 
1580 1585 1590 

Lys Asp Ser Glu lie Thr Phe lie Lys Lys val Thr cys Thr Asn 
1595 1600 1605 

Ala Glu Leu val Lys Gly Arg Gin Tyr Leu He Met Gly Lys Glu 
1610 1615 1620 
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Ala Leu Gin lie Lys Tyr Asn Phe ser Phe Arg Tyr lie Tyr Pro 
1625 1630 1635 

Leu Asp Ser Leu Thr Trp He Glu Tyr Trp Pro Arg Asp Thr Thr 
1640 1645 1650 

Cys ser Ser cys Gin Ala Phe Leu Ala Asn Leu Asp Glu Phe Ala 
1655 1660 1665 

Glu Asp lie Phe Leu Asn Gly Cys 
1670 1675 

<210> 53 

<211> 161 

<212> PRT 

<213> ' Homo sapiens 

<400> 53 

Met Val Pro Lys Leu Phe Thr ser Gin He cys Leu Leu Leu Leu Leu 
15 10 15 

Gly Leu Leu Ala val Glu Gly ser Leu His val Lys Pro Pro Gin Phe 
20 25 30 

Thr Trp Ala Gin Trp Phe Glu Thr Gin His lie Asn Met Thr Ser Gin 
35 40 45 

Gin Cys Thr Asn Ala Met Gin val lie Asn Asn Tyr Gin Arg Arg Cys 
50 55 60 

Lys Asn Gin Asn Thr Phe Leu Leu Thr Thr Phe Ala Asn Val Val Asn 
65 70 75 80 

Val Cys Gly Asn Pro Asn Met Thr cys Pro Ser Asn Lys Thr Arg Lys 
85 90 95 

Asn Cys His His Ser Gly ser Gin val Pro Leu He His cys Asn Leu 
100 105 110 

Thr Thr Pro ser Pro Gin Asn He ser Asn cys Arg Tyr Ala Gin Thr 
115 120 125 

Pro Ala Asn Met Phe Tyr lie Val Ala cys Asp Asn Arg Asp Gin Arg 
130 135 140 

Arg Asp Pro Pro Gin Tyr Pro Val Val Pro Val His Leu Asp Arq lie 
145 150 155 160 

He 
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<210> 54 

<211> 241 

<212> PRT 

<213> Homo sapiens 

<400> 54 

Met Ser Gly Glu Ser Ala Arg Ser Leu Gly Lys Gly Ser Ala Pro Pro 
15 10 15 

Gly Pro val Pro Glu Gly ser lie Arg lie Tyr ser Met Arg phe Cys 
20 25 30 

Pro Phe Ala Glu Arg Thr Arg Leu val Leu Lys Ala Lys Gly lie Arg 
35 40 45 

His Glu Val He Asn lie Asn Leu Lys Asn Lys Pro Glu Trp Phe Phe 
50 55 60 

Lys Lys Asn Pro Phe Gly Leu val Pro val Leu Glu Asn Ser Gin Gly 
65 70 75 80 

Gin Leu lie Tyr Glu ser Ala He Thr cys Glu Tyr Leu Asp Glu Ala 
85 90 95 

tyr Pro Gly Lys Lys Leu Leu Pro Asp Asp Pro Tyr Glu Lys Ala cys 
100 105 110 

Gin Lys Met lie Leu Glu Leu Phe Ser Lys Val pro ser Leu Val Glv 
115 120 125 

Ser Phe lie Arg ser Gin Asn Lys Glu Asp Tyr Ala Gly Leu Lys Glu 
130 135 140 

Glu Phe Arg Lys Glu Phe Thr Lys Leu Glu Glu Val Leu Thr Asn Lys 
145 150 155 160 

Lys Thr Thr Phe Phe Gly Gly Asn Ser He Ser Met He Asp Tyr Leu 
165 170 175 

He Trp Pro Trp Phe Glu Arg Leu Glu Ala Met Lys Leu Asn Glu cys 
180 185 190 

Val Asp His Thr Pro Lys Leu Lys Leu Trp Met Ala Ala Met Lys Glu 
195 200 205 

Asp pro Thr val ser Ala Leu Leu Thr Ser Glu Lys Asp Trp Gin Gly 
210 215 220 

Phe Leu Glu Leu Tyr Leu Gin Asn Ser Pro Glu Ala cys Asp Tyr Gly 
225 230 235 ' f ' 

Leu 
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<210> 55 

<211> 330 

<212> PRT 

<213> Homo sapiens 

<400> 55 

Met Trp Leu Leu val ser val lie Leu He ser Arg lie Ser ser Val 
15 10 15 

Gly Gly Glu Ala Thr Phe Cys Asp Phe Pro Lys He Asn His Gly lie 
20 25 30 

Leu Tyr Asp Glu Glu Lys Tyr Lys Pro Phe ser Gin Val Pro Thr Gly 
35 40 45 

Glu Val Phe Tyr Tyr Ser Cys Glu Tyr Asn Phe Val Ser Pro ser Lys 
50 55 60 

Ser Phe Trp Thr Arg lie Thr cys Thr Glu Glu Gly Trp Ser Pro Thr 
65 70 75 80 

Pro Lys cys Leu Arg Leu cys Phe Phe Pro Phe Val Glu Asn Gly His 
85 90 95 

Ser Glu ser Ser Gly Gin Thr His Leu Glu Gly Asp Thr Val Gin lie 
100 105 110 

lie Cys Asn Thr Gly Tyr Arg Leu Gin Asn Asn Glu Asn Asn lie ser 
115 120 125 

Cys Val Glu Arg Gly Trp Ser Thr Pro Pro Lys Cys Arg ser Thr Asp 
130 135 140 

Thr ser cys val Asn Pro Pro Thr val Gin Asn Ala Tyr He Val ser 
145 150 155 160 

Arg Gin Met Ser Lys Tyr Pro Ser Gly Glu Arg Val Arg Tyr Gin cys 
165 170 175 

Arg ser Pro Tyr Glu Met Phe Gly Asp Glu Glu val Met Cys Leu Asn 
180 185 190 

Gly Asn Trp Thr Glu Pro Pro Gin cys Lys Asp ser Thr Gly Lys cys 
195 200 205 

Gly Pro Pro Pro Pro lie Asp Asn Gly Asp lie Thr ser Phe Pro Leu 
210 215 220 

Ser val Tyr Ala Pro Ala Ser Ser Val Glu Tyr Gin cys Gin Asn Leu 
225 230 235 240 
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Tyr Gin Leu Glu Gly Asn Lys Arg He Thr Cys Arg Asn Gly Gin Trp 
245 250 255 

ser Glu Pro Pro Lys Cys Leu His Pro Cys Val He ser Arg Glu He 
260 265 270 

Met Glu Asn Tyr Asn He Ala Leu Arg Trp Thr Ala Lys Gin Lys Leu 
275 280 285 

Tyr Leu Arg Thr Gly Glu Ser Ala Glu Phe Val cys Lys Arq Glv Tvr 
290 295 300 « > 

Arg Leu Ser ser Arg ser His Thr Leu Arg Thr Thr cys Trp Asp Gly 

Lys Leu Glu Tyr pro Thr Cys Ala Lys Arg 
325 330 

<210> 56 

<211> 211 

<212> PRT 

<213> Homo sapiens 

<400> 56 

Met lie Ser Arg Met Glu Lys Met Thr Met Met Met Lys He Leu He 
15 10 15 

Met Phe Ala Leu Gly Met Asn Tyr Trp ser cys ser Gly Phe Pro val 
20 25 30 

Tyr Asp Tyr Asp Pro ser ser Leu Arg Asp Ala Leu ser Ala ser val 
35 40 45 

Val Lys Val Asn ser Gin Ser Leu ser Pro Tyr Leu Phe Arg Ala Phe 
50 55 60 

Arg ser ser Leu Lys Arg Val Glu val Leu Asp Glu Asn Asn Leu val 
65 70 75 80 

Met Asn Leu Glu Phe ser lie Arg Glu Thr Thr Cys Arg Lys Asp Ser 
85 90 95 

Gly Glu Asp Pro Ala Thr cys Ala Phe Gin Arg Asp Tyr Tyr val ser 
100 105 110 

Thr Ala val cys Arg ser Thr Val Lys val ser Ala Gin Gin val Gin 
115 120 125 

Gly Val His Ala Arg cys ser Trp ser Ser ser Thr ser Glu ser Tvr 
130 135 140 

48 

SUBSTITUTE SHEET (RULE 26) 



wo 2005/040422 PCT/EP2004/011651 

33318.ST25.PCT.txt 

ser Ser Glu Glu Met He Phe Gly Asp Met Leu Gly Ser His Lvs Tro 
145 150 155 160 

Arg Asn Asn Tyr Leu Phe Gly Leu lie Ser Asp Glu Ser lie Ser Glu 
165 170 175 

Gin Phe Tyr Asp Arg Ser Leu Gly lie Met Arg Arg val Leu Pro Pro 
180 185 190 

Gly Asn Arg Arg Tyr Pro Asn His Arg His Arg Ala Arg He Asn Thr 
195 200 205 

Asp Phe Glu 
210 

<210> 57 

<211> 466 

<212> PRT 

<213> Homo sapiens 

<400> 57 

Met val Arg ser val Ala Trp Ala Gly Phe Met Val Leu Leu Met lie 
15 10 15 

Pro Trp Gly ser Ala Ala Lys Leu Val cys Tyr Phe Thr Asn Trp Ala 
20 25 30 

Gin Tyr Arg Gin Gly Glu Ala Arg Phe Leu Pro Lys Asp Leu Asp Pro 
35 40 45 

ser Leu cys Thr His Leu lie Tyr Ala Phe Ala Gly Met Thr Asn His 
50 55 60 

Gin Leu Ser Thr Thr Glu Trp Asn Asp Glu Thr Leu Tyr Gin Glu Phe 
65 70 75 80 

Asn Gly Leu Lys Lys Met Asn Pro Lys Leu Lys Thr Leu Leu Ala He 
85 90 95 

Gly Gly Trp Asn Phe Gly Thr Gin Lys Phe Thr Asp Met Val Ala Thr 
100 105 110 

Ala Asn Asn Arg Gin Thr Phe Val Asn ser Ala He Arg phe Leu Ara 
115 120 125 

Lys Tyr Ser Phe Asp Gly Leu Asp Leu Asp Trp Glu Tyr Pro Gly Ser 
130 135 140 

Gin Gly ser Pro Ala val Asp Lys Glu Arg Phe Thr Thr Leu Val Gin 
145 150 155 160 
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Asp Leu Ala Asn Ala Phe Gin Gin Glu Ala Gin Thr ser Gly Lys Glu 
165 170 175 

Arg Leu Leu Leu ser Ala Ala val Pro Ala Gly Gin Thr Tyr val asd 
180 185 190 

Ala Gly Tyr Glu val Asp Lys lie Ala Gin Asn Leu Asp Phe val Asn 
195 200 205 

Leu Met Ala Tyr Asp Phe His Gly Ser Trp Glu Lys Val Thr Gly His 
210 215 220 

Asn ser Pro Leu Tyr Lys Arg Gin Glu Glu ser Gly Ala Ala Ala Ser 
225 230 235 240 

Leu Asn Val Asp Ala Ala Val Gin Gin Trp Leu Gin Lys Gly Thr Pro 
245 250 255 

Ala Ser Lys Leu He Leu Gly Met Pro Thr Tyr Gly Arg ser Phe Thr 
260 265 270 

Leu Ala Ser Ser Ser Asp Thr Arg val Gly Ala Pro Ala Thr Gly Ser 
275 280 285 

Gly Thr Pro Gly Pro Phe Thr Lys Glu Gly Gly Met Leu Ala Tyr Tyr 
290 295 300 

Glu val Cys Ser Trp Lys Gly Ala Thr Lys Gin Arg He Gin Asp Gin 
305 310 315 320 

Lys val Pro Tyr He Phe Arg Asp Asn Gin Trp val Gly Phe Asp Asp 
325 330 335 

Val Glu Ser Phe Lys Thr Lys Val ser Tyr Leu Lys Gin Lys Gly Leu 
340 345 350 

Gly Gly Ala Met val Trp Ala Leu Asp Leu Asp Asp Phe Ala Gly Phe 
355 360 365 

ser Cys Asn Gin Gly Arg Tyr Pro Leu He Gin Thr Leu Arg Gin Glu 
370 375 380 

Leu ser Leu Pro Tyr Leu pro ser Gly Thr Pro Glu Leu Glu Val Pro 
385 390 395 400 

Lys Pro Gly Gin Pro Ser Glu Pro Glu His Gly Pro ser Pro Gly Gin 
405 410 415 

Asp Thr Phe cys Gin Gly Lys Ala Asp Gly Leu Tyr Pro Asn Pro Arg 
420 425 430 
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Glu Arg Ser ser Phe Tyr Ser Cys Ala Ala Gly Arg Leu Phe Gin Gin 
435 440 445 

Ser Cys Pro Thr Gly Leu val Phe Ser Asn Ser cys Lys Cys Cys Thr 
450 455 460 

Trp Asn 
465 

<210> 58 
<211> 25 
<212> DNA 
<213> Artificial 

<220> 

<223> Primer 212788_x_at 
<400> 58 

tctggaaggc gtgagccact tcttc 25 

<210> 59 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 212788_x_at 
<400> 59 

gctacgagcg tctcctgaag atgca 25 

<210> 60 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 212788_x_at 
<400> 60 

aaaccccaga cgccatgaaa gctgc 25 

<210> 61 

<2H> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> primer 212788_x_at 
<400> 61 

tgaaagctgc catggccctg gagaa 25 

<210> 62 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 212788_x_at 
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<400> 62 



33318.ST25.PCT.txt 



ctctgtgact tcctggagac tcact 



<210> 63 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 212788_x_at 

<400> 63 

ggctgggcga gtatctcttc gaaag 25 



<210> 64 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 212788_x_at 



<210> 65 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 212788_x_at 

<400> 65 

agcacgacta agagccttct gagcc 25 



<210> 66 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 212788_x_at 



<210> 67 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> primer 212788_x_at 

<400> 67 

tccctccagc caataggcag ctttc 25 



<210> 68 

<211> 25 

<212> DNA 

<213> Artificial 



<400> 64 

tcgaaaggct cactctcaag cacga 



25 



<400> 66 

gagcccagcg. acttctgaag ggccc 



25 
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<220> 

<223> Primer 212788_x_at 
<400> 68 

gcagctttct taactatcct aacaa 



<210> 69 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 40850_at 

<400> 69 

agaccgcctt gtaccggaaa atgct 



<210> 70 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 40850_at 

<400> 70 

gcaagggtgc ctggtccatc ccatg 



<210> 71 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 40850_at 

<400> 71 

gtgcctggtc catcccatgg aagtg 



<210> 72 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 40850_at 

<400> 72 

ccatcccatg gaagtggctg tttgg 



<210> 73 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 40850_at 

<400> 73 

tgtttggggc gactgctgtt gcctt 



33318.ST25.PCT.txt 



25 



25 



25 



25 



25 
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<210> 74 
<211> 25 
<212> DNA 
<213> Artificial 

<220> 

<223> Primer 40850_at 
<400> 74 

actgaggccc tctaggagga aagcc 25 

<210> 75 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 40850_at 
<400> 75 

ctgaggccct ctaggaggaa agccc 25 

<210> 76 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 40850_at 
<400> 76 

gaggccctct aggaggaaag cccag 25 

<210> 77 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 40850_at 
<400> 77 

aggccctcta ggaggaaagc ccaga 25 

<210> 78 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 40850_at 
<400> 78 

ggccctctag gaggaaagcc cagag 25 

<210> 79 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 40850_at 
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<400> 79 

gccctctagg aggaaagccc agagg 



<210> 80 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 40850_at 

<400> 80 

cctctaggag gaaagcccag aggga 25 



<210> 81 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 40850_at 



<210> 82 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 40850_at 

<400> 82 

agggctggcc tcagtttctc ctcaa 25 



<210> 83 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> primer 40850_at 



<210> 84 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 40850_at 

<400> 84 

agtttctcct caacaggcct ggggg 25 



<210> 85 

<211> 25 

<212> DNA 

<213> Artificial 



<400> 81 

taggtctccg ccagggctgg cctca 



25 



<400> 83 

ggctggcctc agtttctcct caaca 



25 
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<220> 

<223> primer 212639_x_at 



<400> 85 

gatcaccaat gcttgctttg agcca 



25 



<210> 86 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 212639_x_at 

<400> 86 

gctttgagcc agccaaccag atggt 25 



<210> 87 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> primer 212639_x_at 



<210> 88 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 212639_x_at 

<400> 88 

ccgtggtgac gtggttccca aagat 25 



<210> 89 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 212639_x_at 



<210> 90 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 212639_x_at 

<400> 90 

agtttgtgga ttggtgcccc actgg 25 



<400> 87 

aaatgtgacc ctcgccatgg taaat 



25 



<400> 89 

atgtcaatgc tgccattgcc accat 



25 
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91 



<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 21263 9_x_at 

<400> 91 

ctcccactgt ggtgcctggt ggaga 25 



<210> 92 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 212639_x_at 



<210> 93 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 212639_x_at 

<400> 93 

gcctttgttc actggtacgt gggtg 25 



<210> 94 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 212639_x_at 



<210> 95 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 212639_x_at 

<400> 95 

ctaattatcc attccttttg gccct 25 



<210> 96 

<211> 25 

<212> DMA 

<213> Artificial 

<220> 

<223> Primer 39854_r_at 



<400> 92 

gagagctgtg tgcatgctga gcaac 



25 



<400> 94 

ggcccgtgaa gatatggctg ccctt 



25 
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<400> 96 

atgcgcaaca acctctcgct ggggg 



33318-ST25.PCT.txt 



25 



<210> 97 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 39854„r_at 

<400> 97 

ccgaagctct gcgcatgcgc gcacc 



<210> 98 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 39854«r_at 

<400> 98 

ccccgcggac ccagcatccc cgcag 25 



<210> 99 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> primer 39854_r„at 



<210> 100 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 39854_r_at 

<400> 100 

cctgctcccg aggcccggcc cgtga 25 



<210> 101 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> primer 39854_r_at 

<400> 101 

ggaaccctgc ctgagacgcc tccat 25 



<210> 102 

<211> 25 

<212> DNA 

<213> Artificial 



<400> 99 

ccgcggaccc agcatccccg cagca 



25 
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<220> 

<223> Primer 39854_r_at 

<400> 102 

gagacgcctc cattaccact gcgca 



<210> 103 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 39854_r_at 

<400> 103 

acgcctccat taccactgcg cagtg 



<210> 104 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 39854_r_at 

<400> 104 

ccactgcgca gtgagatgag gggac 



<210> 105 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 39854_r_at 

<400> 105 

aggggactca cagttgccaa gaggg 



<210> 106 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

■<223> Primer 39854_r_at 

<400> 106 

actcacagtt gccaagaggg gtctt 



<210> 107 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 39854_r_at 

<400> 107 

cctcccctgg gccgctgagg ccccg 



33318.ST25.PCT.txt 



25 



25 



25 



25 



25 
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<210> 108 
<211> 25 
<212> DNA 
<213> Artificial 

<220> 

<223> Primer 39854_r_at 

<400> 108 

gtgctgcccg agcacctccc ccgcc 25 

<210> 109 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 39854_r_at 
<400> 109 

gaactttgca gctgcccttc cctcc 25 

<210> 110 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 39854_r_at 
<400> 110 

tttgcagctg cccttccctc cccgt 25 

<210> 111 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 39854_r_at 
<400> 111 

agaattattt attttcgcca aagca 25 

<210> 112 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> primer 220757_s_at 
<400> 112 

gggctgcgca agtacaacta cacgc 25 

<210> 113 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> primer 220757_s_at 
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<400> 113 

gcactttcta cgctcgggag cggct 25 

<210> 114 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 220757_s_at 
<400> 114 

tgcagagcga ctggctgcct tttga 25 

<210> 115 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 220757_s_at 
<400> 115 

ggcctcggga gggcagaagc tgtcc 25 

<210> 116 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 220757_s_at 
<400> 116 

tgtccgagga cgagaacctg gcctt 25 

<210> 117 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 220757_s_at 

<400> 117 

acctggcctt gaacgagtgc gggct 25 

<210> 118 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> primer 220757_s_at 
<400> 118 

agctcctgtc agccatcgag aagct 25 

<210> 119 
<211> 25 
<212> DNA 
<213> Artificial 
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<220> 

<223> Primer 220757_s_at 
<400> 119 

aaaagcaggg ttggcctcag ccctg 



<210> 120 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 220757_s_at 

<400> 120 

acctctggaa atacttggct ctgcc 



<210> 121 

<211> 25 

<212> DNA 

<213> Arti f i ci a1 

<220> 

<223> Primer 220757_s_at 

<400> 121 

gccccatggg cacgggaggg gcgcc 



<210> 122 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 220757_s_at 

<400> 122 

agccgtggag ctgtggaatt gggcc 



<210> 123 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 210075_at 

<400> 123 

cagtatgaat gctgggctct ccgga 



<210> 124 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 210075_at 

<400> 124 

agaggtagct ggtgataccc tgtcc 
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25 



25 



25 



25 



25 
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<210> 125 
<211> 25 
<212> DNA 
<213> Artificial 

<220> 

<223> Primer 210075_at 

<400> 125 

ggaaggactt ccacttcaac acttc 25 

<210> 126 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 210075_at 
<400> 126 

gcacggcctg aacgcttctt aggcc 25 

<210> 127 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 210075_at 
<400> 127 

ttaggccaag agacaccatg cggag 25 

<210> 128 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 210075_at 
<400> 128 

catgcggagc ctagtctgtg atcct 25 

<210> 129 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 210075_at 
<400> 129 

gacatggtcc tgagctctgg acgga 25 

<210> 130 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 210075_at 
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<400> 130 

tgtggccggt gtatcaaggg cgccc 25 

<210> 131 

<211> 25 

<212> DNA 

<213> Arti f i ci a1 

<220> 

<223> Primer 210075_at 

<400> 131 

ttccagcaag cttcttgcgc ttctc 25 

<210> 132 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 210075_at 
<400> 132 

ctggcaccct cgactttata taaaa 25 

<210> 133 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 210075_at 
<400> 133 

tgcactgcgt ttcaaaaacc caccc 25 

<210> 134 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 209018_s_at 
<400> 134 

ggcggaaacg gctgtctgat ggccc 25 

<210> 135 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 209018_s_at 
<400> 135 

ggctgatgcc tgggcagtgg gagcc 25 

<210> 136 
<211> 25 
<212> DNA 
<213> Artificial 
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<220> 

<223> Primer 209018_s_at 
<400> 136 

gagccatcgc ctatgaaatc ttcgg 



<210> 137 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 209018_s_at 

<400> 137 

agccgcagct accaagaggc tcagc 



<210> 138 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 209018_s_at 

<400> 138 

ctacctgcac tgcccgagtc agtgc 



<210> 139 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 209018_s_at 

<400> 139 

tcagtgcctc cagacgtgag acagt 



<210> 140 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 209018_s_at 

<400> 140 

tctgcccgag tagccgcaaa tgtgc 



<210> 141 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 209018_s_at 

<400> 141 

aatgtgcttc atctaagcct ctggg 
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25 



25 
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<210> 142 
<211> 25 
<212> DNA 
<213> Artificial 

<220> 

<223> Primer 209018_s_at 
<400> 142 

ccaacaatcg gccgccactt tgttg 25 

<210> 143 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 209018_s_at 
<400> 143 

atgctctttc tggctaacct ggagt 25 

<210> 144 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 209018_s_at 
<400> 144 

gatgtccctg catggagctg gtgaa 25 

<210> 145 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 210740_s_at 
<400> 145 

cccatcacct tggcagcaaa gcact 25 

<210> 146 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 210740_s_at 
<400> 146 

tgctgggtga gaggcatcag ccccc 25 

<210> 147 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 210740_s_at 
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<400> 147 

atcagccccc acaagtatgt ttttg 25 

<210> 148 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 210740_s_at 
<400> 148 

aagtgctgag tgtcccgaga gaggc 25 

<210> 149 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 210740_s_at 
<400> 149 

cagctgggct gcaggatgcc cactt 25 

<210> 150 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 210740_s_at 
<400> 150 

ccatcagaac tgcccggctt ttttg 25 

<210> 151 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 210740_s_at 
<400> 151 

actgaggacc caacaactaa ccacg 25 

<210> 152 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 210740_s_at 
<400> 152 

cacgacttga gttttgaacc ccgat 25 

<210> 153 
<211> 25 
<212> DNA 
<213> Artificial 
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<220> 

<223> Primer 210740_s_at 

<400> 153 

attaatgtct gtacgtcacc tttcc 



<210> 154 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 210740_s_at 

<400> 154 

aacaggaaag cgtggctggc ctctt 



<210> 155 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 210740_s_at 

<400> 155 

tcttgcactg ctttgtctcc aaaat 



